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Preface 
 
Pulmonary arterial hypertension (PAH) is generally defined as a sustained elevation of 
pulmonary arterial pressure without left ventricular failure. Nitric Oxide (NO) is an 
endogenously produced, locally acting gas that exerts multiple actions that help to 
maintain lung vascular function, while development of PAH is associated with reduced 
lung vascular NO bioavailability. Dimethylarginine dimethylaminohydrolase-1 (DDAH1) 
is the critical enzyme for the degradation of endogenous NO synthase inhibitor ADMA 
to enhance NO production. Adenosine monophosphate-activated protein kinase 
(AMPK) is an enzyme that also exerts multiple actions to regulating cardiovascular 
function partially though modulating NO production. This dissertation tries to identify the 
effects of DDAH1 and AMPKα2 on hypoxia-induced PAH and the underlying molecular 
mechanisms. The findings from these studies provide new insight into the molecular 
mechanism of the development of PAH and right heart hypertrophy/failure.  
 
The dissertation has been divided into 2 chapters. The first chapter is determining 
effect of DDAH1 gene deletion on hypoxia+SU5416-induced pulmonary arterial 
hypertension and the second chapter is determining effect of AMPKα2 gene deletion on 
hypoxia+SU5416-induced pulmonary arterial hypertension. The data presented in these 
chapters are resulted from a research team in Dr. Yingjie Chen’s laboratory. I was one 
of the major contributors for these chapters where I was responsible for most areas of 
concept formation, data collection and analysis, as well as the majority of manuscript 
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composition. I will be the first author for two manuscripts to be published and these 
manuscripts are based on the data presented in these two chapters.   
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CHAPTER 1 
Effect of dimethylarginine dimethylaminohydrolase 1 (DDAH1)  
gene deletion on pulmonary arterial hypertension in mice 
 
1. Introduction 
Pulmonary arterial hypertension (PAH) is a progressive disease with a very poor 
prognosis. PAH is characterized by a progressive elevation of pulmonary arterial 
pressure, ultimately inducing right ventricular failure (1, 2). Previous studies have 
demonstrated that PAH and subsequent right ventricular hypertrophy is associated with 
diminished lung nitric oxide (NO) and cGMP bioavailability. While treatments that 
augment the NO-soluble guanylate cyclase-cGMP system have shown promise in 
attenuating PAH in animal model (3), and in human (4). However, the mortality rate for 
PAH remains extremely high (5), suggesting better understanding of biological factors 
involved in PAH development is necessary.   
 
Asymmetric dimethylarginine (ADMA) and L-NG-Monomethylarginine (L-NMMA) are 
endogenous NO synthase inhibitors that compete with L-arginine to attenuate NO 
production (6). Plasma ADMA levels are increased in experimental PAH models in 
animals (7, 8) and in patients with PAH (9), and may contribute to reduced NO 
generation observed in this disease.  ADMA is eliminated by the action of 
Dimethylarginine dimethylaminohydrolase (DDAH), which converts ADMA to L-citrulline 
and dimethylamine. ADMA is also eliminated from circulation through renal excretion 
(10). DDAH activity was reduced and negatively correlated with ADMA levels in rats with 
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chronic hypoxia-induced pulmonary hypertension, suggesting DDAH deficiency may 
contribute to the increased ADMA levels and impaired NO production in PAH (7, 8).  
 
It is reported that there are two isoforms of DDAH (DDAH1 and DDAH2) that are 
encoded by two different genes (11). DDAH1 was initially identified as the enzyme 
responsible for degrading ADMA and L-NMMA (6). Recent studies have demonstrated 
that loss of function mutations in DDAH1 are associated with increased occurrence of 
coronary heart disease, thrombosis, and stroke (12, 13). DDAH2 was also reported to 
degrade ADMA and L-NMMA in vitro, similar to DDAH1 (14). It consequently was 
assumed that in vivo metabolism of NOS inhibitors would reflect the combined activity of 
both isoforms. However, we have demonstrated that DDAH1 is the essential enzyme or 
the only enzyme for ADMA degradation (6), and that DDAH1 localized specifically in 
vascular endothelium plays an important role in regulating systemic and lung ADMA (15, 
16).  
Previous studies have demonstrated that PAH is associated with decreased lung DDAH 
activity and increased ADMA levels (7, 11), but the actual impact of DDAH1 dysfunction 
in PAH development has not been examined. In addition, DDAH1 is expressed in both 
vascular endothelial cells and cardiomyocytes (17, 18), but the impact of cardiomyocyte 
DDAH1 expression in right ventricular (RV) hypertrophy that accompanies PAH is 
unknown.
  3 
1.1. Purpose and specific aims of the study 
The purpose of this study is to investigate whether DDAH1 plays an important role in 
attenuating PAH. 
The specific aims of this study are: 
(1) To determine the overall impact of DDAH1 in PAH development and progression. 
(2) To determine the impact of cardiomyocyte DDAH1 on PAH induced RV 
hypertrophy and dysfunction. 
 
1.2. Hypotheses 
This project will test the following two hypotheses: 
• Increased systemic and lung ADMA by global DDAH1 KO will exacerbate PAH 
development.  
• Cardiomyocyte DDAH1 expression plays a protective role in RV adaptation to 
pulmonary hypertension, so that cardiomyocyte specific DDAH1 KO will 
exacerbate RV hypertrophy and dysfunction as compared to WT mice under 
equivalent levels of PAH. 
 
Overall, by using novel DDAH1 mouse strains, these studies will define the causal role 
of DDAH1 dysfunction in development of PAH and RV hypertrophy. The findings will 
help to determine whether intervention(s) to augment DDAH1 could represent a new 
therapeutic strategy for treatment of PAH and RV hypertrophy. 
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1.3. Significance of the study 
The study will explore unique new knowledge defining the causal role of DDAH1 
dysfunction in PAH development and right ventricular hypertrophy. The findings will help 
determine the therapeutic potential of increasing DDAH1 activity in protecting the lung 
against PAH development. This is important, since agents that increase DDAH1 protein 
expression have been identified, including a farnesoid X receptor agonist (INT-747) (19) 
that is currently in a Phase II clinical trial to treat primary biliary cirrhosis. Using global 
DDAH KO mice will make it possible for the first time to determine the effect of chronic 
DDAH1 dysfunction on PAH development and RV hypertrophy. Using the novel cardio-
DDAH KO mouse will help determine the impact of cardiac-specific DDAH1/ADMA/NOS 
signaling on PAH induced RV hypertrophy. 
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 2. Literature Review 
2.1. Pulmonary arterial hypertension   
PAH is a syndrome resulting from restricted blood flow through the pulmonary arterial 
circulation, resulting in increased pulmonary vascular resistance  and ultimately, right 
heart failure (20). An imbalance in the vasoconstrictor/vasodilator milieu has served as 
the basis for current medical therapies, although increasingly it is recognized that PAH 
also involves an imbalance of proliferation and apoptosis. It is now believed that the 
predominant cause of increased pulmonary vascular resistance is loss of vascular 
luminal cross sectional area due to vascular remodeling produced by excessive cell 
proliferation and reduced rates of apoptosis, while excessive vasoconstriction plays a 
significant role in approximately 20% of patients (21, 22). 
 
While a single primary cause of PAH has not been clearly identified, improved 
understanding of the disease pathways in PAH has led to therapeutic strategies, 
including the administration of prostanoids, antagonism of endothelin receptors, and 
inhibition of PDE-5. Future therapeutic options identified by basic studies include 
inhibiting pyruvate dehydrogenase kinase (PDK), the serotonin transporter (5-HTT), the 
anti-apoptotic protein survivin, several transcription factors (hypoxia inducible factor-1 
alpha, nuclear factor activating T lymphocytes), and augmenting voltage-gated 
potassium channel activity. 
 
PAH is a panvasculopathy that predominantly affects small pulmonary arteries (23). PAH 
is characterized by a variety of arterial abnormalities including intimal hyperplasia, 
medial hypertrophy, adventitial proliferation, thrombosis in situ, varying degrees of 
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inflammation, and plexiform arteriopathy. An individual patient may manifest all of these 
lesions, and the distribution of lesions may be diffuse or focal. The understanding of the 
natural history of the evolution of vascular lesions in PAH, except for patients with 
coronary heart disease, is limited because biopsies are rarely obtained in adult patients. 
However, it is believed that medial hypertrophy is an earlier and more reversible lesion 
than intimal fibrosis or plexogenic arteriopathy. 
 
RV function is a major determinant of functional capacity and prognosis in PAH (20). 
While RV hypertrophy and dilatation are initiated by increased afterload, the adequacy of 
the RV’s compensatory response is quite variable among individuals. It remains unclear 
why some RVs exhibit compensatory hypertrophy and maintain function, while others 
decompensate, exhibiting ventricular wall thinning, dilatation, and reduced RV ejection 
fraction. The neonatal RV is much more tolerant of increased PVR, partially explaining 
the better survival in children with PAH associated with coronary heart disease. RV 
function could potentially be improved by effective therapies to reduce pulmonary 
vascular obstruction or by directly improving RV contractile function. 
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2.2. Endothelial Dysfunction contributes to PAH 
In the human vascular system, the endothelium has an important role in the regulation of 
blood flow, vascular remodeling and repair. The outcome of PAH is the elevation of 
pulmonary vascular resistance mediated by vasoconstriction and obstructive cellular 
proliferation of the pulmonary vasculature. Through the synthesis and release of 
vasoactive factors, the endothelium plays a critical role in maintaining the delicate and 
precise balance between vasoconstrictor (such as endothelin-1 and thromboxane A2) 
and vasodilator (such as prostaglandin 1 and NO) in PAH. Endothelial damage and 
dysfunction disrupt this homeostasis, changing the balance to vasoconstriction. Several 
studies have suggested that dysfunction in NO signaling pathways contribute to the 
pathological remodeling of the pulmonary vasculature during the development of PAH 
(24, 25). 
 
 
  8 
2.3. Decreased NO bioavailability contributes to PAH  
NO in the cardiovascular and pulmonary system  
NO is a critical regulator of many biological processes. In mammalian cells, NO is 
synthesized by a family of enzymes called NO synthases, which catalyze the production 
of NO from the amino acid L-arginine (26). There are 3 known nitric oxide synthases; 
eNOS, which is an endothelial nitric oxide synthase, iNOS which is an inducible NOS, 
and nNOS which a neuronal NOS. NO has particularly important influence on the 
cardiovascular system, where it regulates vascular tone and blood pressure, platelet 
aggregation and cardiac contractility. While defects in NO synthesis exacerbate some 
diseases such as cardiovascular disease and pulmonary hypertension, excess NO 
production can also promote certain pathological conditions such as septic shock. In 
addition to important roles in the cardiovascular system, NO participates in host defense 
against foreign cells and regulates inflammation. This section will discuss the role of 
nitric oxide in regulating cardiovascular and pulmonary vascular functions, homeostasis, 
and the immune system. 
 
Physiological roles of eNOS 
NO is produced and released by the endothelium to promote smooth muscle relaxation 
(27). The main source of NO in the endothelium is eNOS, which generates NO from the 
amino acid L-arginine (28). eNOS expression and activity are stimulated by increased 
shear stress. eNOS is calcium-and calmodulin-dependent, and releases picomoles of 
nitric oxide in response to stimulation (29). Endothelial NO then diffuses into smooth 
muscle cells where it activates guanylate cyclase, which produces cyclic GMP, resulting 
in smooth muscle cell relaxation and vasodilation. In this manner, NO produced by 
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endothelial cells regulates vascular tone and blood pressure. The methylated L-arginine 
analogues ADMA and L-NMMA are inhibitors of NOS that has provided important 
information on the role of nitric oxide in biological processes. 
 
Evidence that endothelial NO plays an important homeostatic role came from studies 
using the NOS inhibitor L-NMMA or eNOS KO mice, both which showed that inhibition of 
eNOS activity causes hypertension (30). L-NMMA is a potent vasoconstrictor in vitro and 
produces a hypertensive response in animals and humans (29). In absence of vascular 
endothelium, L-NMMA has no intrinsic constrictor activity on vascular smooth muscle 
suggesting its vasoconstrictor effects are mediated by the endothelium (29). These 
findings indicate that the endothelium mediates NO dependent smooth muscle 
contractility through NOS, which is essential for the regulation of blood flow and pressure. 
In addition to regulating smooth muscle contractility, NO can regulate cardiomyocyte 
contractility through the NO/soluble guanylate cyclase/cyclic GMP dependent activation 
of PKG, which reduces cardiomyocyte contractility. This is believed to be due in part to 
PKG phosphorylation of troponin I and reduction of calcium sensitivity. NO also prolongs 
diastole, resulting in increased filling. 
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Maladaptive effects of NO in vascular system 
While NO production is important for maintaining normal vascular tone, and blood 
pressure, excessive or inappropriate release of NO can also be detrimental. A calcium-
independent isoform of nitric oxide synthase known as inducible nitric oxide synthase 
(iNOS) can be induced in vessel walls by certain cytokines and by endotoxin 
lipopolysaccharides. This induction occurs in both endothelial and smooth muscle cells, 
promoting severe vascular relaxation, hypotension and endotoxic shock. This 
pathological form of vascular relaxation is directly related to the production of NO and 
while resistant to most vasoconstrictors, it can be reversed by anti inflammatory 
treatments or inhibitors of nitric oxide synthase. 
 
Endotoxin also induces iNOS expression in venous smooth muscle (31) and in the 
myocardium and endocardium (32). Enhanced synthesis of nitric oxide by iNOS may 
therefore contribute to the venous pooling and cardiac dysfunction associated with 
endotoxemia. Furthermore, induction of iNOS under certain stress conditions is also 
associated with cardiac dysfunction (33). Therefore, in the heart as in the vasculature, 
NO may have a physiological role when generated by the constitutive enzyme that is 
normally present in the myocardium but may also exert pathological effects, such as 
dilatation and tissue damage, when generated in large quantities and for long periods by 
the inducible enzyme. 
 
Inhibitors of iNOS can reverse or prevent hypotension induced in animals by 
lipopolysaccharide, tumor necrosis factor, hemorrhagic shock or anaphylactic shock 
(29). In patients with septic shock, low dose of L-NMMA added to standard therapy 
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reversed hypotension in this condition (30). Experiments in animals indicate that a sub-
maximal level of NOS inhibition is essential for the outcome of treatment because high 
doses of NOS inhibitor lead to severe vasoconstriction, end-organ damage, and rapid 
death. This finding is not surprising in a condition such as septic shock, in which 
hypotension occurs in the presence of increased circulating concentrations of 
vasoconstrictors. One solution to this problem may be to inhibit the endogenous 
generation of nitric oxide completely while at the same time giving a nitro-vasodilator to 
reverse the hypertension and maintain vascular homeostasis (34). This treatment would 
also counteract the increased aggregation of platelets that might occur during the 
inhibition of NO synthesis (35). 
 
2.4. ADMA attenuates NO production 
NO is a vasodilator. NO also promotes endothelial cell survival and proliferation, inhibits 
excessive proliferation of vascular smooth muscle cells, and suppresses adhesion of 
platelets and inflammatory cells to the vessel wall (36). As NOS are the major source of 
NO, factors that regulate NOS activity play an important role in cardiovascular 
physiology, where NO is an important signaling molecule. NOS activity is controlled by 
several factors, including the endogenous NOS inhibitors ADMA and L-NMMA (37).  
ADMA and L-NMMA compete with L-arginine for NOS attenuating NO production. ADMA 
is a strong independent marker for cardiovascular morbidity and mortality (38). 
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Generation of ADMA  
Methylation of arginine residues in proteins by arginine methylltransferases (PRMTs) is 
the main source of ADMA (39). When the proteins are hydrolyzed, free methylarginines 
appear in the cytosol. PRMTs are distinguished as type-I and type-II. Type-I catalyze the 
formation of ADMA, whereas type-II catalyze symmetrical dimethylation of arginine to 
form Symmetric dimethylarginine (SDMA). Both types lead to formation of L-NMMA (40). 
ADMA and L-NMMA are inhibitors of NOS, but SDMA is not a NOS inhibitor (6). 
 
Type-1 PRMTs (41), are widely distributed throughout the body (42), and protein 
arginine methylation has been implicated in many processes, including RNA/protein 
interactions, transcriptional regulation, DNA repair, protein localization, protein-protein 
interaction, signal transduction and recycling or desensitization of receptors. There is 
limited evidence that elevated plasma levels of ADMA are due to increased methylation 
of arginine residues, however. Rather, plasma ADMA levels are mostly determined by 
the rate of elimination. 
 
Elimination of ADMA 
ADMA is eliminated by both renal excretion and metabolic degradation. ADMA 
metabolism is mediated by DDAH.   Since DDAH metabolizes ADMA and regulates 
plasma levels of ADMA, it can directly influence NO production by preventing ADMA 
inhibition of NOS activity (39). 
 
Humans generate approximately 300mmol of ADMA per day (approximately 60 mg) (44). 
Of this amount, approximately 50mmol/d is excreted in the urine (45). Therefore, ADMA 
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accumulates in patients with renal failure (45). Kidney transplantation normalization of 
SDMA is mediated largely by DDAH (46). Earlier studies of DDAH suggested that 
DDAH1 predominates in tissues containing neuronal NOS, whereas DDAH2 is more 
prevalent in tissues expressing endothelial NOS (47). However, more recent studies, 
using more specific antibodies and DDAH1 knockout models, have indicated that 
DDAH1 is highly expressed in tissues that express eNOS, such as the lung and 
vasculature (6). The elevation in plasma ADMA that occurs with vascular disease is 
believed to be due to impaired activity of DDAH (48). Current data indicates that ADMA 
is eliminated by both renal excretion and metabolic degradation by DDAH1, and that 
DDAH1 activity in particular, plays the predominant role in eliminating ADMA and L-
NMMA (6). 
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2.5. Protein arginine methyltransferases (PRMTs) in regulating ADMA 
production 
Protein arginine residues are methylated by a family of proteins known as PRMTs. Upon 
proteolysis of these methylated proteins ADMA and L-NMMA are released into the 
cytoplasm where they inhibit NO generation by NOS (49). To date, ten mammalian 
isoforms of the PRMT family have been identified. In mammalian cells, PRMTs have 
been classified into type I (PRMT-1. -3, -4, -6 and -8) and type II (PRMT -5, -7, and 
FBXO-11), based on their specific catalytic activity. The enzymatic activity of PRMT -2 
and PRMT -9 is unclear (50). Type-I and type-II PRMTs both catalyze the formation of L-
NMMA from L-Arginine. In a second step, type-I PRMTs produce ADMA while type-II 
PRMTs catalyze the formation of SDMA (51, 52). As with other post-translation 
modifications such as phosphorylation, arginine methylation regulates protein activity. 
Over the last 40 years, arginine methylation has been extensively studied in prokaryotes 
and eukaryotes. These efforts have established a pivotal role for arginine methylation in 
the regulation of transcription, RNA metabolism and protein-protein interactions which 
thereby influence cellular differentiation, proliferation, survival, and apoptosis (51). 
 
The catalytic activity of PRMTs is characterized by the transfer of a methyl group from S-
adenosylmethionine (SAM) to the guanidine nitrogen of arginine (52). Glycine-arginine-
rich motifs on proteins are preferential targets for methylation by the majority of PRMTs 
(53). PRTM-4 and PRMT-5 methylate arginine residues with proline-, glycine, or 
methionine-rich domain (54). Transfer of one methyl group results in the formation of 
MMA and transfer of two methyl groups can result in production of ADMA or SDMA. 
Although protein-arginine methylation has not been shown to be reversible, the Jumonji 
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domain-containing 6 protein (JMJD-6) has been shown to demethylate histone-arginine 
residues (55). In addition, prior to proteolysis, protein-incorporated MMA can be 
converted to citrulline by peptidylarginine deiminase 4 (PAD) (56). LSD-1 is potentially 
an enzyme that is capable of demethylating protein-arginine residues. LSD-1 has been 
shown to demethylate histone-lysine residues although it is unclear if it has arginine 
demethylation activity (57). PRMTs are ubiquitously expressed, however, gene-splicing 
may allow for tissue specific expression (58). Two isoforms of PRMT have been 
identified as essential for embryonic development. PRMT-1 is necessary for early post 
implantation development and PRMT-1 knock-out mice die at approximately embryonic 
day 6.5 (59). Pawlak et al. also showed that PRMT-1 is responsible for over 85% or total 
PRMT activity in embryonic stem cells. PRMT-4/CARM-1 knock-put mice die at birth and 
have disrupted estrogen-responsive gene expression (60). 
 
The activity of PRMT has been found to be regulated by binding of non-substrate 
proteins. Binding of BTG-1 and BTG-2/TIS-21 has been found to increase activity of 
PRMT-1 (61). PRMT-3 activity is inhibited by binding of the tumor suppressor DAL-1 (62). 
PRMT-1 has the ability to form homodimers and deletion of the protein domain 
facilitating dimerization results in loss of PRMT-1 enzymatic activity (63). 
 
PRMT expression levels can be altered in various disease states. Chen et al. noted 
increase levels of PRMT-1 protein in diabetic rat retina which was reversed by 
administration of telmisartan (64). This study also found that exposure of bovine retinal 
capillary endothelial cells to high glucose causes increased level of ROS production 
suggesting a possible role of ROS mediated PRMT-1 expression. Exposure of human 
umbilical vein endothelial cells (HUVECs) to fluid shear stress of > or =15 dyne/cm2 
  16 
resulted in a two fold increase in expression of PRMT-1 mRNA via activation of the 
nuclear factor kappaB pathway (65). 
 
2.6. The critical role of DDAH1 in ADMA degradation 
DDAH plays a major role in ADMA degradation. A detailed study of the metabolic fate of 
ADMA and SDMA in rats confirmed this early idea (12). The excretion of analogous 
metabolites of ADMA and SDMA indicated a common catabolic pathway for both 
dimethylarginines. However, there appeared to be an additional pathway that specifically 
metabolized ADMA. This was demonstrated by the identification of metabolites, mainly 
citrulline, in the tissue samples and plasma of C-ADMA but not C-SDMA injected rats. 
The enzyme responsible for this specific pathway was subsequently purified from rat 
kidney and called DDAH (66), it is now known as DDAH1. 
 
The first evidence that DDAH1 regulates of the NOS pathway came from observations 
using the DDAH inhibitor, 4124W. Addition of 4124W to an isolated vascular segment 
induces a gradual vasoconstriction which is reversed by addition of L-arginine to the 
medium (67). This finding is consistent with the view that ADMA competes with arginine 
for NOS, is constantly being produced in the course of normal protein turnover and is 
degraded by DDAH1. 
 
Impairment of DDAH activity is a central mechanism by which cardiovascular risk factors 
disrupt the NOS pathway. The activity of DDAH is impaired by oxidative stress, which is 
induced by a wide range of pathological stimuli including oxidized LDL, cholesterol, 
inflammatory cytokines, hyperhomocystinemia, hyperglycemia, and infectious agents. 
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These insults inhibit DDAH activity in vitro and in vivo (68). The sensitivity of DDAH to 
oxidative stress is conferred by a critical sulfhydryl in the active site of the enzyme that is 
required for the metabolism of ADMA. The sulfhydryl can also be reversibly inhibited by 
NO in an elegant form of negative feedback (69). Homocysteine mounts an oxidative 
attack on DDAH to form a mixed disulfide, inactivating the enzyme (68). By oxidizing a 
sulfhydryl moiety essential for DDAH activity, homocysteine and other risk factors cause 
ADMA to accumulate and to suppress NOS activity. 
 
In apolipoprotein E-deficient mice, hypercholesterolemia is associated with increased 
levels of plasma ADMA and impaired angiogenesis (70). The effect of ADMA on 
angiogenesis can be reversed by administration of L-arginine. This data supports 
previous observations indicating a critical role of endothelium-derived NO in 
angiogenesis (70). The role of ADMA in modulating angiogenesis was strengthened by 
the finding that C6 glioma cells genetically engineered to overexpress DDAH resulted in 
tumors that were more vascular and grew faster than tumors from wild type cells (71). 
Expression of DDAH can also be increased by exposing endothelial cells to retinoic acid. 
The effect is associated with reduced accumulation of ADMA and increased endothelial 
cGMP levels (72). 
 
In experimental models of pulmonary hypertension, a reduction in pulmonary DDAH 
activity or expression is associated with an increase in plasma ADMA levels and 
reduced pulmonary NO synthesis. A reduction in DDAH activity could explain elevated 
plasma ADMA levels and L-arginine responsiveness in patients with pulmonary 
hypertension (73). These above studies indicate that DDAH and plasma ADMA levels 
are important for the regulation of NO synthesis. 
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Global DDAH1 deletion accumulated ADMA and loss of homeostasis 
Hu et al (6) provided strong evidence that DDAH1, rather than DDAH2 is largely 
responsible for the degradation of ADMA. Our group generated a murine model of global 
DDAH1 knockout (DDAH1-/-) by targeting exon 4 of the DDAH1 gene. The DDAH1-/- 
mice displayed normal developmental features while showing negligible DDAH activity in 
kidney, brain, and lung tissues. The abrogation of DDAH enzymatic activity was 
surprising because expression of the DDAH2 was unaffected. The expression of 
endothelial NOS, protein arginine methyltransferases 1 and 3, and cationic transporter 
were also unaffected. With the loss of DDAH activity there were significant elevations in 
tissue and plasma ADMA and L-NMMA. 
 
In support of a role for DDAH1 in regulating endothelial function, isolated aortic rings 
from the DDAH1-/- mice manifested impaired endothelium dependent vasodilation in 
response to acetylcholine, consistent with ADMA induced suppression of NOS. These 
animals also exhibited a significant increase in blood pressure that was reversed by 
infusion of L-arginine, consistent with the competitive inhibition of NOS by ADMA (6). 
Most importantly, tissues obtained from DDAH1 KO mice are unable to degrade ADMA 
and L-NMMA even the DDAH2 protein expression in these tissues are unaffected (6), 
indicating that DDAH1 is essential for ADMA and L-NMMA degradation. Consistent with 
the critical role of DDAH1 in ADMA degradation, ADMA content was not affected by 
selective DDAH2 gene silencing in cultured cells or in vivo (6).  
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ADMA plays an important role in the regulation of vascular tone by acting as an 
endogenous inhibitor of NO synthesis. By inhibiting NO synthesis, plasma ADMA may 
reduce vascular compliance, increase vascular resistance, and limit blood flow. 
Furthermore, plasma ADMA may promote atherogenesis as it opposes the 
vasoprotective effects of NO. Thus, elevations in plasma ADMA may accelerate the 
progression of atherosclerosis and increase the risk of cardiovascular events. 
 
In summary, DDAH1 is essential for degradation of endogenous NOS inhibitor ADMA, 
and is thus a critical regulator of endothelial NO production. DDAH1 reduces blood 
pressure, and would be anticipated to reduce adverse cardiovascular outcomes, 
particularly in diseases such as pulmonary hypertension where vascular resistance is a 
primary cause and increased ADMA levels are a defined risk factor. The research is 
therefore designed to determine the role of DDAH1 in development and progression of 
PAH and subsequent right ventricular heart failure. 
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2.7. SU5416 in PAH model generation 
Vascular endothelial growth factor (VEGF) is abundantly expressed in the normal lung 
(74) and has a prosurvival and antiapoptotic role in endothelial cells (EC). SU5416, 3-
(3,5-dimethyl-aH-pyrrol-2ylmethylene)-1, 3-dihydroindol-2-one  is a selective and potent 
small molecule inhibitor of the VEGF Receptor 2 (VEGFR2) tyrosine kinase.  It has been 
shown to inhibit VEGF dependent EC proliferation in vitro and in animal models (75, 76), 
has shown broad in vivo antitumor activity (77) and was the first VEGFR 2 inhibitor to 
enter clinical development for cancer therapy. Utilized to inhibit tumor growth by limiting 
angiogenesis, SU5416 was well tolerated, and showed initially promising results in 
phase I trials in patients with terminal cancers (78). However, expanded phase III trials 
did not find a statistically significant clinical benefit, and further development of this drug 
for clinical purposes was discontinued. Nevertheless, SU5416 has continued to be used 
in research as a way to perturb endothelial cell growth. 
 
Kasahara et al. (79) developed a rodent model of inflammation independent emphysema 
based on VEGF receptor blockade. This model provides an alternative explanation for 
emphysema based on the hypothesis that a failure of the lung VEGF receptor signaling 
may significantly contribute to the unique characteristics of pulmonary emphysema (79). 
Evidence that lung airspace enlargement in newborn mice treated with a soluble VEGF 
receptor (80) or lung specific deletion of VEGF using Cre-Lox approach (84) support the 
data obtained with this model (79). The role of apoptosis in the lung damage observed in 
emphysema is increasingly being recognized. Emphysema triggered by the VEGF 
receptor blocker SU5416, which is characterized by the presence of apoptotic alveolar 
septal cells, is prevented by a broad spectrum caspase inhibitor (79). Moreover, Tuder et 
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al. (82) demonstrated that a superoxide dismutase mimetic protects against the 
development of apoptosis and emphysema induced by SU5416 thus suggesting that 
VEGF receptor blockade triggers lung oxidative stress, which is causally involved in 
alveolar septal cell death in this emphysema model. 
 
A decade ago, Taraseviciene-Stewart et al. (83) showed that VEGF receptor blockade 
with the VEGFR-1/VEGFR-2 antagonist SU5416 combined with chronic hypoxia resulted 
in severe angioproliferative pulmonary arterial hypertension (PAH) with neointimal 
changes in adult rats. Although classic animal models of pulmonary hypertension (that is, 
the monocrotaline and hypoxic models) do not form obstructive intimal lesions in the 
peripheral pulmonary arteries, the SU5416 models has shown pulmonary arterial 
changes resembling plexiform lesions. Moreover, a recent report clearly demonstrates 
that severe pulmonary hypertension in a very late stage of the 
SU5416/hypoxia/normoxia exposed rat is accompanied by the formation of plexiform like 
lesions that are indistinguishable from the pulmonary arteriopathy of human pulmonary 
arterial hypertension (84). The finding that SU5416 promotes plexiform lesions, which is 
a endothelial hyperproliferative disorder is rather surprising, given that this drug inhibits 
endothelial cell growth and angiogenesis. However, as described below, the suspected 
mechanism SU5416 induced plexiform lesions makes this drug highly useful for 
understanding pathology and treatment of PAH. (85-89).  
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The SU5416 model and rodent models of PAH 
Tuder et al. (90) demonstrated immunohistochemically and via in situ hybridization that 
the EC in the plexiform lesions, not in the normal vasculature, express mRNA and 
protein for VEGF (the survival factor for EC) and VEGFR-2, thus suggesting that the 
formation of these lesions in PAH involves a process of disordered angiogenesis. 
Moreover, in PAH, the population of lung EC expands in a monoclonal pattern (91), and 
these EC contain an inactivating mutation of the transforming growth factor receptor II 
(92). Therefore, Taraseviciene-Stewart et al. (83) postulated that the occlusive 
neointimal lesions increase from a process of dysregulated angiogenesis that has 
several features in common with that seen in neoplastic processes. They used SU5416 
to treat the rodent model of mild to moderate pulmonary hypertension under the chronic 
hypoxia. The results unexpectedly showed that in chronically hypoxic rats, SU5416 
causes pulmonary arterial EC death, followed by obliteration of the precapillary arterial 
lumen by the proliferating EC, which is associated with a severe, irreversible PAH (83). 
Moreover, the effect of the VEGF receptor blockade could be reversed by inhibitors of 
apoptosis, suggesting that increased apoptosis of EC in response to the loss of survival 
signaling creates conditions favoring the emergence of apoptosis resistant cells with 
increased growth potential. Importantly, in this model, it was shown that chronic hypoxia 
plus VEGF receptor blockade caused severe pulmonary hypertension, which persisted, 
and even progressed, after the animals were no longer being subjected to the hypoxic 
stimulus. Moreover, the defining pulmonary vascular alteration, arterial occlusion by 
proliferating ECs, was not reversible upon re-exposure to normoxia and removal of 
SU5416 (83). 
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This model of severe PAH was therefore considered to be useful for better addressing 
the etiological mechanisms involved in the hyperproliferation of EC that characterizes 
the plexiform lesions of human PAH (83, 84). 
 
In contrast to the SU5416 model, other classical rodent models of mild to moderate 
pulmonary hypertension, (i.e. the chronic hypoxia and monocrotaline models) lack 
clustered proliferating EC in the lumen of the pulmonary arteries (93, 94). In these 
models, the defining pulmonary vascular alteration, medial muscular thickening of the 
proliferating SMC, is potentially reversible upon re-exposure to normoxia or with the 
passage of time after monocrotaline injection (93, 95, 96). Together, these rat models 
offer the perspective that medial muscular thickening due to proliferating SMC may be 
reversible, while arterial occlusion by proliferating EC appears to be irreversible (97). 
 
Together, the literature suggests that the pathological features of the SU5416 PAH 
model is currently the most appropriate small animal model available for investigating 
development and treatment of PAH.  
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 3. Meterials and Methods 
The central aim of the study is to test the hypothesis that DDAH1 plays an important role 
in attenuating PAH through degrading ADMA. We have engineered novel global DDAH1 
knockout (global DDAH1 KO) mice (6, 98), and cardiomyocyte specific DDAH1 knockout 
mice (cardio DDAH1 KO) mice to study the effects of DDAH1 on PAH and RV 
hypertrophy. 
 
3.1. Experimental Animals 
We used C57BL mice, global DDAH1 KO mice, and cardio DDAH KO mice as control 
and hypoxia+SU5416 groups. C57BL mice are one of the most widely used inbred 
strains. Mice were housed in a temperature-controlled (20ºC ± 2ºC) environment with a 
12-h light-dark cycle, and free access to water and mouse chow provided after weaning 
at 18 days of age. The Animal Care and Use Program at the University of Minnesota, 
maintains full accreditation from the Association for Assessment and Accreditation of 
Laboratory Animal Care, International (AAALAC) and complied with the US Animal 
Welfare Regulations, the National Research Council (NRC) Guide for the Care and Use 
of Laboratory Animals, and Public Health Service Policy on the Humane Care and Use 
of Laboratory Animals. The University of Minnesota has an Animal welfare Assurance on 
file with the National Institutes of Health’s Office of Laboratory Animals Welfare (NIH-
OLAW). Training for all personnel involved in animal care is required. 
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Genotyping Global DDAH1 KO mice 
Global DDAH1 KO mice were engineered in our lab by crossing DDAH1flox/flox mice (15) 
with protamine (Prm)-cre mice (129-Tg(prm-cre)58Og/J, Jackson Laboratory) as we 
previously reported (6). The DDAH1 gene was deleted in the sperm of the male double 
heterozygote Prm-cre/DDAH1 flox/+ mice. When these male mice were crossed with 
wild type female breeders, DDAH+/- mice were generated. The homozygote global 
DDAH1-/- was generated by inbreeding of the heterozygotes. Polymerase chain reaction 
was performed for genotyping of the offspring using primer pairs 5’-AAT CTG CAC AGA 
AGG CCC TCA A-3’ and 5’-GGA GGA TCC ATT GTT ACA AGC CCT TAA CGC-3’ for 
the wild type allele and 5’-TGC AGG TCG AGG GAC CTA ATA ACT-3’ and 5’-AAC CAC 
ACT GCT CGA TGA AGT TCC-3’ for the knockout (KO) allele. 
 
Generation of Cardio-DDAH1 KO mice 
Our lab also generated an inducible cardiomyocyte specific DDAH1 KO strain by using 
the strategy described in Figure 1. Briefly, adult α-MHCMerCreMer mice, which express a 
tamoxifen inducible Cre specifically in cardiomyocytes, were crossed with DDAH1flox/flox 
mice to generate DDAH1flox/flox/α-MHCMerCreMer. DDAH1flox/flox mice were used as controls, 
and are designated as WT for convenience. DDAH1flox/flox/α-MHCMerCreMer mice have 
normal cardiac structure and function during unstressed conditions as compared with 
either DDAH1flox/flox or α-MHCMerCreMer mice. DDAH1flox/flox/α-MHCMerCreMer and DDAH1flox/flox 
were given 4-hydroxytamoxifen (4-HOT, Sigma) in peanut oil at 20mg/kg per day for 12 
injections (i.p.). 
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Figure 1. Generation of Cardio-DDAH1 KO mice. 
DDAH1flox/flox α-MHCMerCreMer 
X 
DDAH1flox/+/α-MHCMerCreMer 
  
DDAH1flox/flox 
X 
DDAH1flox/flox 
Cardio-DDAH1 KO  Control (WT) 
4-HOT  i.p.   
 
 Structural and functional tests  
>6 weeks after the last 4-HOT  
injection 
 
DDAH1flox/flox/ α-MHCMerCreMer  
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3.2. Experimental protocols and procedure 
Global DDAH1 KO, Cardio DDAH1 KO, and C57BL mice were exposed to 2 different 
conditions as described in Table 1 below. For Sugen 5416 (SU5416) treated mice, the 
mice in the hypoxia group received subcutaneous weekly injection of SU5416 (25mg/kg, 
R&D System). Sham group was given vehicle injections. For hypoxia treatment, mice 
were gradually acclimatized in a hypobaric chamber to hypoxia for 1 week and then 
maintained at a simulated altitude of 18,500 feet (10% oxygen) for 2 more weeks (figure 
2). The chamber was opened once every week for cleaning, feeding, and injection. 
Animals were monitored daily by our investigators including weekends. After hypoxic 
exposure for a total of 3 weeks, determination of RV pressure and hypertrophy was 
performed as described. The mice in the sham group were kept in normobaric conditions 
for 3 weeks, followed by determination of RV pressure. Heart and lung from all 
experimental groups were then quickly extracted, weighed, snap frozen in liquid nitrogen 
and stored at -80ºC until analyses. 
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Figure 2. Protocol for hypoxia+SU5416-induced pulmonary arterial hypertension 
 
Table1. Experimental groups. 
 A. Sham B. Hypoxia + Sugen 5416 
Aim-1 1. Wild type 
2. Global DDAH1 KO 
3. Wild type 
4. Global DDAH1 KO 
Aim-2 5. Wild type 
6. Cardio-DDAH1 KO 
7. Wild type 
8. Cardio-DDAH1 KO 
 
Sugen 5416  was given at a dose of 25mg/kg/week in each mouse (for Group-B). 
The hypoxia (Group-A) was given vehicle injections. N=12 each group. 
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3.3. Measurements 
Right ventricle catheterization 
RV pressure was determined with a 1.2F pressure transducer. RV systolic pressure, RV 
diastolic pressure, RV dP/dt max and negative dP/dt min were determined during 
continued anesthesia (15, 99, 100, 101). Mice were first anesthetized with 2% 
isoflurance and intubated with 20-gauge Teflon tube attached to MiniVent type 845 
mouse ventilator (Hugo Sachs Elektronik). A 1.2F pressure catheter (Scisense Inc., 
Ontario Canada) was introduced through the right common carotid artery into the 
ascending aorta for measurement of systolic and diastolic blood pressures as described 
previously (99, 100). For RV hemodynamics, open-chest RV catheterization was 
performed during anesthesia with 2% isoflurane. Data were collected when steady state 
was reached (102). The catheter was then advanced into the pulmonary artery for 
measurement of pressures.  
 
Sample preparation for ADMA and L-NMMA measurement 
After the final hemodynamic assessment, the mice were euthanized by exsanguination, 
and heart, lung, and other major organs were flushed with flushed with PBS and 
harvested. Lung weight was determined and the left lung was snap-frozen in liquid 
nitrogen for biochemical analysis. The airways of the top right lobe were perfused with 
PBS and then fixed in 10% buffered formalin for histological analysis. The blood samples 
were collected for plasma levels of ADMA, L-arginine, and L-NMMA. The wet weight of 
RV and of left ventricle (LV) + septum (S) was weighed and the ratio of RV weight to 
LV+S was calculated as an index of RV hypertrophy (102, 103, 104). 
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Tissue Homogenization for Western Blots 
Lung tissue was minced into fine pieces, weighed and suspended (26:1 v/w) in ice-cold 
complete lysis buffer A (pH=7.4) comprised of the following: 10 mM HEPES, 350mM 
NaCl, 20% glycerol, 1% Igepal-CA630, 1mM MgCl2, 0.1 mM DTT, 0.1mM EGTA, and 
protease inhibitor cocktail (Roche Applied Science). Each lung was homogenized in a 
PowerGen homogenizer (Fisher Scientific; Waltham, MA) at 4oC. The homogenates 
were first centrifuged (4oC) for 10 min at 3,000g, and supernatant was separated from 
the pellet. The supernatant was centrifuged (4oC) for 15 min at 10,000g to obtain the 
soluble fraction. The nuclear fraction was isolated using this pellet re-suspended by 
complete lysis buffer B containing the following: 20 mM HEPES, 350 mM NaCl, 10% 
glycerol, 1 mM MgCl2, 0.1 mM DTT, and protease inhibitor cocktail (Roche Applied 
Science) and centrifuged again for 30 min at 12,000g. The supernatant of this fraction 
contains nuclei. Protein concentration was measured using Spectronic Genesys 5 
spectrophotometer (Milton Roy) at 562 nm absorbance. 
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Procedure for Western Blots 
Protein levels were measured by Western blot analysis. Separating gel (375 mM Tris-
HCl; pH=8.8, 0.4% sodium dodecyl sulfate (SDS); 10% acrylamide) and stacking gel 
(125 mM Tris-HCl; pH=6.8; 0.4% SDS; 10% acrylamide monomer) solutions were made, 
and polymerization then was initiated by N,N,N’,N’– teramethylethylene diamine 
(TEMED) and ammonium persulfate (APS). Separating and stacking gels were then 
quickly poured into a gel-box (Hoefer Inc, Holliston, MA). Twenty μg of protein from lung 
homogenates in sample buffer (100 mM Tris-HCl, pH=6.8, 2% SDS, 30 mM dithiothreitol, 
25% glycerol) was then loaded into the wells of the 10% SDS-PAGE gels, and 
electrophoresed at 40V for overnight. The gels were then transferred at 60V for 6 hours 
onto a nitrocellulose membrane (Bio-Rad, Hercules, CA). Membranes were blocked in 
3% nonfat milk in PBS with 0.1% Tween-20 for 1 hour. After blocking, membranes were 
incubated in 5% bovine serum albumin (BSA) at 4oC overnight with the appropriate 
primary antibodies: eNOS (1:1000, BD Biosiences), DDAH-1 (1:800,Lifespan 
Biosciences), DDAH-2 (1:800, Santa Cruz Biotechnology), CAT (1:1000, Santa Cruz 
Biotechnology), PRMT-1(1:1000, Santa Cruz Biotechnology), and PRMT3 (1:600, 
Sigma-Aldrich). Following three washes in PBS with 0.4% Tween-20, membranes were 
incubated with horseradish peroxidase- conjugated secondary antibodies in 3% nonfat 
milk at room temperature for 120 min. Following three washes in PBS with 0.4% Tween-
20, an enhanced chemiluminescence (ECL) detection system (Amersham, Piscataway, 
NJ) was used for visualization. Densitometry and quantification were performed using a 
Kodak film cartridge, a scanner interfaced with a microcimpter, and the NIH Image J 
Analysis software program. To ensure equal loading of protein, Ponceau-S-staining was 
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performed for each membrane. Membranes were stripped and reprobed for B-actin 
(1:500, Sigma) and Vinculin (1:1000, Santa Cruz Biotechnology) as loading controls. 
 
Determination of tissue ADMA, L-NMMA, SDMA, and L-arginine 
Lung ADMA, L-NMMA, SDMA, and L-arginine levels were determined using a high-
through put liquid chromatographic-tandem mass spectrometric method (6, 15, 105).  
Briefly, For ADMA, bromcyan-agarose (0.4g) was suspended in 10 ml of 1 mM HCl in 
methanol and incubated for 30 min at room temperature. After incubation, the mixture 
was filtered and washed five times with 5 ml of 1 mM HCl and 5 ml of water. To prepare 
a copper-ornithine-complex, 0.125 g was dissolved in 1.25 ml of water. Small amounts of 
CuCo3 were added until a blue color was obtained. After filtration of the solution the 
filtrate was brought to pH 10 with 10 M KOH. The washed bromcyan agarose was 
suspended in 1.25 ml of the copper ornithine complex and was shaken overnight at 4 oC. 
The next day the suspension was filtered and washed one time with 1 M HCl and ten 
times with 10 ml water. The ornithine bromcyan agarose was then suspended in a 20 % 
solution of dimethylamine in water and stirred for 24h at 50oC. The suspension was 
filtered and washed two times with 10 ml of water. The filtrate together with the washings 
was concentrated to dryness in a vacuum to remove any remaining dimethylamine. The 
residue was dissolved in water again and concentrated to dryness in vacuum for a 
second time. The final residue was dissolved in water to yield a stock solution which was 
stored at -20 oC. 
 
 Arginine levels were analyzed as described for ADMA with the following modifications: 
[13C5] ornithine HCl was used instead of [2H6] ornithine HCl to prepare the copper 
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ornithine complex, and the ornithine bromcyan agarose was suspended in a 20 wt.% 
solution of dimethylamine. Purity and identify of ADMA was assessed by HPLC and LC-
MS. Briefly, fluorescenece (RF2000 fluorescence detector, Dionex, Germering, 
Germany) was detected as previously described after solid phase extraction (SPE) with 
carboxylic acid (CBA) cartridges, online o-phthaldehyde (OPA) derivatisation, and 
separation on a phenyl column from Macherey-Nagel (Duren, Germany), at excitation 
and emission wavelengths of 340 and 453 nm, respectively, Mass spectra were 
generated by direct injection without prior chromatography. 
Lung DDAH activity was determined as previously described (6, 105). 
Briefly, Lung tissue samples (20 mg frozen tissue per determination of DDAH activity 
from a single organ) were homogenized in PBS buffer with protease inhibitor as 
described above to minimize possible interference by endogenously released ADMA. 
The homogenate was centrifuged in a pre-cooled (4oC) centrifuge for 5 min at 12,000 × 
g. For the DDAH activity assay 50 µl aliquots of the resulting supernatant were added to 
50 µl aliquots of PBS buffer containing 20 µM ADMA and incubated for 60 min at 37oC. 
Reactions were stopped and ADMA was determined as described above. Enzyme 
activity was calculated as follows using an incubation time of 60 min. 
 
Quantification unlabeled and stable-isotope labeled L-arginine, ADMA and SDMA was 
performed  by LC-tandem MS by a modification. All compounds were analyzed as their 
butyl ester derivatives. Derivatization was performed in 96 well u shaped 96 well 
polypropylene plates. After addition of 100 µl of 1 M HCl in 1-butanol, plates were sealed 
with aluminum foil and u shaped 96 well polyprophlene plates were heated at 65o C on a 
96 well aluminum block for 30 min. For evaporation, aluminum seal was removed and 
open plates were heated at 85 oC for 30 min. After evaporation of the derivatization 
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reagent, samples were reconstituted in 100 µl aliquots of methanol water, 50:50 (v/v) 
containing 0.1 wt.% ammonium formate, pH 4. The pH was adjusted with formic acid. 
Afterwards, polypropylene plates were transferred to an autosampler (HCS CombiPAL, 
CTC Analytics, Switzerland), and 10 µl aliquots were injected onto the chromatographic 
column for each sample. 
 
LC- tandem MS analyses were performed on a Varian (Palo Alto, CA, USA) 1200L Triple 
Quadrupole MS equipped with two Varian ProStar model 210 HPLC pumps. Separation 
of analytes from major matrix was achieved with a Chirobiotic T (20mm × 1.0 mm i.d.) 
microbore guard column packed with teicoplanin covalently bonded to 5 µm particle size 
spherical silica. Acetonitrile containing 0.1 wt.% ammonium formate water containing 0.1 
wt.% ammonium formate, pH 4 (60:40 v/v), served as isocratic eluent at 28oC, with a 
flow rate of 0.2 ml/min. Nitrogen was used as the nebulzing and drying gas (380oC) at 90 
and 180l/h, respectively, For ionization in the positive electrospray ionization (ESI+) 
mode the needle and shield voltage were set at 5600 and 400 V, respectively. 
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Histological analysis 
Comprehensive histological analysis was performed to determine pulmonary vessel 
muscularization, fibrosis, and cardiac hypertrophy.  
 
Sample preparation for histological staining 
Sample cross-sections were cut (5 μm thick) from the middle portion of lung tissues in a 
microtome (Leica Biosystems, Buffalo Grove, IL), placed on slides in tissue float bath at 
40oC , and incubated overnight at 37oC. The sections were deparaffinized as following 
steps before stained; 1) Immerse slides in xylene for 5 min. 2) repeat once in fresh 
xylene for 5 min. 3) immerse slides in 100% ethanol for 5 min in two times. 4) immerse 
slides in 95% ethanol for 5 min in two times. 5) immerse slides in 70% ethanol for 5 min 
in two times. 6) immerse slide in 1X PBS for 5 min. 
 
Determination of lung vascular muscularization 
For the relative muscularization of pulmonary arterioles, the cross-sections were stained 
with Hematoxylin, Mayer’s (Lillie’s modification) and incubated for 5 minutes. 
Hematoxylin stains a bluish-purple color for smooth muscle cell and mitochondria, while 
nuclei stain dark blue. Stained sections were rinsed in 2 changes of distilled water to 
remove excess stain and Eosin Y solution (Modified Alcoholic) were applied for 3 min. 
Stained sections were rinsed in 3 changes of absolute alcohol before mounting with 
Vectamount medium (Vector Laboratories). Lung artery muscularization images were 
visualized and captured using a Zeiss Axio-series microscope and software at a 
magnitude of 20X. Briefly, in each mouse, 60 intra-acinar arteries (50-200 μm) were 
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examined and categorized as nonmuscular (NM), partially muscular (PM) or fully 
muscular (FM). The relative percentage of NM, PM, and FM arteries were calculated (99, 
100, 102).  
 
Determination of lung fibrosis 
For Lung fibrosis, the tissue sections were stained using Masson’s Trichrome Stain Kit 
from Scy Tek Laboratories. Briefly, the sections were placed in preheated Bouin’s Fluid 
in a water bath at 56 O – 64O C in a fume hood and then placed in preheated Bouin’s 
Fluid for 60 min followed by a 10 min cooling period. The slides were rinsed in tap water 
until sections were completely clear and then equal parts of Weigert’s (A) and Weigert’s 
(B) were applied and the slides were stained with working Weigert’s Iron Hematoxylin for 
5 min. The sections were rinsed in running tap water for 2 min and Biebrich Scarlet/Acid 
Fuchsin Solution was applied to the slides for 15 min and then rinsed in distilled water. 
The sections were differentiated in Phosphomolybdic/Phosphotungstic Acid Solution for 
15 min until the red collagen stain is visible. Without rinsing, Aniline Blue Solution was 
applied to sections for 10 min and then rinsed in distilled water. Finally, Acetic Acid 
Solution (1%) was applied for 5 min and then dehydrated in 2 changes of 95% Alcohol, 
followed by 2 changes of Absolute Alcohol. Percentage tissue fibrosis was calculated as 
previously described (99, 102, 106, 107). 
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Measurement of right ventricular fibrosis and cardiac myocyte hypertrophy 
Tissue sections from the central portion of the RV were stained with Sirius Red (Sigma) 
for detection of fibrosis, and FITC-conjugated wheat germ agglutinin (AF488, Invitrogen) 
to assist in the evaluation of cardiac myocyte size.  
 
Sirius Red staining 
Sirius Red staining was performed as follows; 1) Stain in pico Sirius red for one hour. 2) 
Rinse in two changes of acidified water. 3) Remove most of the water from the slides by 
vigorous shaking or blotting with damp filter paper. 4) Dehydrate in three changes of 
100% ethanol.  
 
Wheat Germ Agglutinin (WGA) staining 
For wheat germ agglutinin (WGA) staining, deparaffinized slides were incubated for 1 
hour at room temperature with primary antibody against WGA conjugated to FITC (50 
µg/ml) in PBS. Slides were washed 3 times in PBS, mounted in Vectashield with DAPI 
(Vector Labs) and imaged by fluorescence microscopy. The cross sectional area of at 
least 120 cells/sample (from 5 areas) and at least 4 samples of each group were 
averaged. The percent volume fibrosis was determined using the method described 
previously (108). 
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3.4. Statistical analysis 
Data were first analyzed for normal distribution using a normality test (Kolmogorov-
Smirnov) provided by SigmaStat. If data were normally distributed, it was presented as 
mean ± SE (standard error). If the data were not normally distributed, it was presented 
as median (±SE). Two-way ANOVA was used to test for differences between gene-
deficient mice and wild-type mice under control conditions and after hypoxia+SU5416.  
Comparisons were made with the Tukey method under the interaction term. Statistical 
significance was defined as P<0.05. 
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4. Results 
 
4.1. Effect of global DDAH1 KO on hypoxia+SU5416-induced PAH and RV 
hypertrophy 
Effect of global DDAH1 KO on changes of body weight after hypoxia+SU5416 
The body weight was monitored weekly as presented in Figure 3. There was no 
significant difference between wild type and global DDAH1 KO mice body weight at 1 
week and 2 weeks after hypoxia+SU5416. After 3 weeks of hypoxia+SU5416 however, 
global DDAH1 KO mice exhibited a slightly higher loss of body weight as compared to 
WT mice (82.02 ± 0.86 % of starting weight in wild type hypoxia+SU5416 group versus 
78.99 ± 0.86 % in global DDAH1 KO hypoxia+SU5416 group; p<0.05). The results 
indicate that hypoxia+SU5416 caused a similar reduction of body weight in both wild 
type and Global DDAH1 KO mice, with DDAH1 KO being slightly more susceptible to 
hypoxia+SU5416 induced body weight loss than WT mice.  
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Figure 3.  Effect of hypoxia on body weight changes in wild type and global DDAH1 KO 
mice. Wild type and global DDAH1 KO mice were exposed to hypoxia+SU5416 
treatment for 3 weeks and the change (%) of body weight were determined. # indicates 
p<0.05 comparing WT to KO. 
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Global DDAH1 KO abolished lung DDAH1 expression and DDAH activity. 
We determined expression of lung DDAH1 and DDAH2 and total DDAH activity in wild 
type and global DDAH1 KO mice. DDAH1 expression was undetectable in lungs of 
global DDAH1 KO mice. DDAH2 expression was unchanged in lungs of global DDAH1 
KO mice (Figure 4A). As anticipated, total lung DDAH activity was abolished in global 
DDAH1 KO mice (Figure 4B).   
Figure 4.  Global DDAH1 KO abolished lung DDAH1 expression and DDAH activity. 
Representative picture of lung DDAH1 and DDAH2 expression by western blot is 
presented (A). Lung DDAH activity is presented (B). Data are presented as mean ± SEM. 
* indicates p<0.05 comparing WT to KO. 
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Global DDAH1 KO impact on hypoxia+SU5416-induced increases of RV pressure 
RV pressure was assessed as a surrogate of the pulmonary arterial pressure in wild type 
and global DDAH1 KO mice under control and hypoxia+SU5416 conditions (Figure 5). 
RV systolic pressure, RV end-diastolic pressure, RV dp/dtmax, and RV dp/dtmin were 
not different between wild type and global DDAH1 KO mice under control conditions 
(Figure 6, Figure 7 and Table 2). However, global DDAH1 KO significantly exacerbated 
hypoxia+SU5416-induced increases of RV systolic pressure (42.84 ± 1.73 mmHg in wild 
type hypoxia+SU5416 group versus 48.28 ± 1.18 mmHg in global DDAH1 KO 
hypoxia+SU5416 group; p<0.05)  in  (Figure 6 and Table 2), RV dp/dtmax (3026.62 ± 
166.23 mmHg/s in wild type hypoxia+SU5416 group versus 3475.10 ± 152.54 mmHg/s 
in global DDAH1 KO hypoxia+SU5416 group; p<0.05) , and RV dp/dtmin (-2892.04 ± 
232.64 mmHg/s in wild type hypoxia+SU5416 group versus -3179.00 ± 209.62 mmHg/s 
in global DDAH1 KO hypoxia+SU5416 group; p<0.05)  (Figure 7 and Table 2). Global 
DDAH1 KO did not affect RV end diastolic pressure (RV EDP) in mice after 
hypoxia+SU5416 (Figure 6). 
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Figure 5.  Representative RV pressure tracings from wild type and global DDAH1 KO 
mice exposed to sham and hypoxia+SU5416 conditions.  
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Table 2. Hemodynamic data for WT and global DDAH1 KO under sham and 
hypoxia+SU5416 conditions 
  
Data are presented as mean ± SEM when normally distributed. *p<0.05 as compared 
with corresponding control conditions; † p<0.05 as compared with WT mice under the 
hypoxia+SU5416 condition.  
Parameters WT 
Sham 
Global-DDAH1 
KO Sham 
WT 
Hypoxia+SU5416 
Global-DDAH1 KO 
Hypoxia+SU5416 
Number of mice 6 6 9 8 
Heart rate (beat/min) 565.83±10.53 551.88±11.13 537.46±17.46 535.82±12.75 
RVSP (mmHg) 24.93±1.07 25.19±0.88 42.84±1.73* 48.28±1.18*† 
RVEDP(mmHg) 1.35±0.19 1.59±0.29 1.68±0.19 1.89±0.22 
RV dp/dt max (mmHg/s) 2508.56±308.79 2537.52±137.81 3026.62±166.23 3475.10±152.54*† 
RV dp/dt min (mmHg/s) -2095.01±334.60 -2351.91±132.89 -2892.04±232.64* -3179.00±209.62*† 
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Figure 6. Global DDAH1 KO impact on hypoxia+SU5416 induced increase of RV 
pressure. RV pressure measurements were obtained by catheterization of right ventricle. 
RV systolic pressure and RV diastolic pressure were calculated from 7-9 mice in each 
group.  Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO. 
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Figure 7. Global DDAH1 KO impact on hypoxia+SU5416-induced increase of RV 
contractility. RV dp/dtmax and RV dp/dtmin were calculated from 7-9 mice in each group. 
Data were presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates P<0.05 comparing WT to KO. 
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Global DDAH1 KO exacerbated hypoxia+SU5416 induced increases of RV 
hypertrophy 
We measured the RV weight to body weight and ratio of the RV weight to LV (LV + 
septum) weight to determine RV hypertrophy under control and hypoxia+SU5416 
conditions. Global DDAH1 KO had no detectable effect of RV hypertrophy under control 
conditions as indicated by the similar ratios of RV weight to LV weight between global 
DDAH1 KO mice and wild type mice, as well as comparable RV weight and RV weight 
ratios to body weight. Consistent with the greater increase of RV systolic pressure in 
global DDAH1 KO mice after hypoxia+SU5416, global DDAH1 KO mice exhibited a 
significantly greater increase of RV to body weight ratio (1.42 ±  0.07 mg/g in wild type 
hypoxia+SU5416 group versus 1.62  ±  0.04 mg/g in KO hypoxia+SU5416 group; 
p<0.05) and RV to LV (LV + septum) ratio (0.38 ± 0.02 mg/g in wild type 
hypoxia+SU5416 versus 0.43 ± 0.01 mg/g in KO hypoxia+SU5416; p<0.05) compared to 
wild type mice after hypoxia+SU5416 (Figure 8 and Table 3), indicating that global 
DDAH1 KO exacerbated hypoxia-induced RV hypertrophy. In addition, Histological 
analysis indicated that hypoxia+SU5416 increased RV cell size to a greater degree in 
global DDAH1 KO mice as compared to wild type mice (362.47 ± 10.69 µm2 in wild type 
hypoxia+SU5416 group versus 410.81 ± 17.35 µm2 in KO hypoxia+SU5416 group)  
(Figure 9 and 10). 
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Table 3. Anatomic data for WT and DDAH1 KO mice under sham and hypoxia+SU5416 
conditions 
Data are presented as mean ± SEM when normally distributed. *p<0.05 as compared 
with corresponding sham conditions; † p<0.05 as compared with WT mice under the 
hypoxia+SU5416 condition.  
 
 
 
Parameters WT-Sham DDAH1 KO-Sham WT-
Hypoxia+SU5416 
DDAH1 KO-
Hypoxia+SU5416 
Number of mice 10 14 22 22 
Bodyweight (BW) (g) 33.16 ± 2.56 30.32 ± 0.85 29.11 ± 0.55 29.37 ± 0.49 
Tibia length (TL) (mm) 17.56 ± 0.23 17.53 ± 0.09 18.03 ± 0.05 18.33 ± 0.06* 
RV weight (mg) 29.07 ±  1.96 27.51 ± 0.57 41.34 ± 2.30* 47.57 ± 1.33*† 
LV + septum (mg) 101.75 ± 6.88 95.41 ± 1.78 110.66 ± 3.36 110.96 ± 3.38* 
Ratio of RV to LV + septum 0.29± 0.01 0.29 ± 0.01 0.38 ± 0.02* 0.43± 0.01*† 
Lung mass (mg) 158.64 ± 7.55 147.27 ± 2.61 213.34 ± 3.36* 222.00 ± 3.63*† 
Right atria weight (mg) 3.53 ± 0.17 3.48 ± 0.10 6.39 ± 0.52* 6.48 ± 0.62* 
Left atria weight (mg) 4.00 ± 0.20 3.76 ± 0.14 5.34 ± 0.25* 5.36 ± 0.35* 
Kidney weight (mg) 378.92 ± 21.38 357.79 ± 16.99 338.48 ± 5.91 356.20 ± 8.61 
Ratio of RV to BW (mg/g) 0.89 ± 0.03 0.91 ± 0.03 1.42± 0.07* 1.62 ± 0.04*† 
Ratio of LV to BW (mg/g) 3.12 ± 0.15 3.17 ± 0.09 3.80 ± 0.09* 3.78± 0.10* 
Ratio of lung to BW (mg/g) 4.93 ± 0.25 4.90 ± 0.15 7.37 ± 0.15* 7.57 ± 0.11* 
Ratio of RA to BW (mg/g) 0.11 ± 0.01 0.12 ± 0.01 0.25 ± 0.03* 0.23 ± 0.02* 
Ratio of LA to BW (mg/g) 0.13 ± 0.01 0.14 ± 0.01 0.22± 0.02* 0.22 ± 0.02* 
Ratio of kidney to BW (mg/g) 11.68 ± 0.52 11.85 ± 0.57 11.67 ± 0.23 12.16 ± 0.28 
Ratio of RV to TL (mg/mm) 1.65 ± 0.09 1.57 ± 0.04 2.29 ± 0.13* 2.60 ± 0.07*† 
Ratio of LV to TL (mg/mm) 5.77 ± 0.32 5.36 ± 0.09 6.13 ± 0.18 6.06 ± 0.18* 
Ratio of lung to TL (mg/mm) 9.01 ± 0.36 8.27 ± 0.14 11.83 ± 0.19* 12.11 ± 0.37* 
Ratio of RA to TL (mg/mm) 0.20 ± 0.01 0.20 ± 0.01 0.41 ± 0.04* 0.41 ± 0.29* 
Ratio of LA to TL (mg/mm) 0.23 ± 0.01 0.21 ± 0.01 0.30 ± 0.01* 0.29 ± 0.02* 
Ratio of kidney to TL (mg/mm) 21.49 ± 0.98 20.03 ± 1.08 18.77 ± 0.32* 19.47 ± 0.47 
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Figure 8. Global DDAH1 KO exacerbated hypoxia+SU5416-induced increase of RV 
hypertrophy. Hearts were collected. Right ventricle weight to body weight ratio and right 
ventricle weight to left ventricle + septum weight ratios were calculated from 10 to 22 
samples in each group. Data were presented as mean ± SEM. * indicates p<0.05 
comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO. 
 
R
V/
B
W
0.0
0.5
1.0
1.5
2.0
2.5
* *
#
Sham Hypoxia
+SU5416
R
V/
LV
+S
0.0
0.2
0.4
0.6
* *
#
Sham Hypoxia
+SU5416
2-WAY ANOVA 
Hypoxia+SU5416               p<0.01 
KO                                       p=0.01 
Hypoxia+SU5416 × KO      p<0.05 
 
2-WAY ANOVA 
Hypoxia+SU5416               p<0.01 
KO                                       p=0.01 
Hypoxia+SU5416 × KO      p=0.03 
 
  50 
 
 
 
 
WT DDAH1 KO
Sh
am
H
yp
ox
ia
+S
U
54
16
100µm
Sh
am
H
yp
ox
ia
+S
U
54
16
 
Figure 9. Representative images of RV cell size with WGA staining from wild type and 
global DDAH1 KO mice exposed to sham and hypoxia+SU5416 conditions.   
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Figure 10. Global DDAH1 KO impact on hypoxia+SU5416 induced increases of RV cell 
size. Right ventricular tissue was fixed and stained with WGA for cardiomyocyte cell size 
from wild type and global DDAH1 KO mice. Cardiomyocyte cell size was calculated from 
5 samples in each group. Data were presented as mean ± SEM. * indicates p<0.05 
comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO. 
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Global DDAH1 KO exacerbated hypoxia+SU5416-induced increases of RV fibrosis 
To determined right ventricular fibrosis in global DDAH1 KO and wild type mice under 
control and hypoxia+SU5416 conditions, Sirius red staining was performed on 5 samples 
in each group. Representative pictures of RV staining were illustrated in Figure 11. 
There was no significant difference between global DDAH1 KO mice and wild type mice 
under control conditions. Hypoxia+SU5416 increased RV fibrosis to a greater degree in 
global DDAH1 KO mice as compared to wild type mice (6.17 ± 0.34 % in wild type 
hypoxia+SU5416 group versus 7.27 ± 0.20 % in global DDAH1 KO hypoxia+SU5416 
group; p<0.05) (Figure12). 
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Figure 11. Sirius red stained cross-sections of right ventricles from wild type and global 
DDAH1 KO mice. The right ventricle cross-sections (20X) were stained with Sirius red 
from wild type and global DDAH1 KO mice under sham and hypoxia+SU5416 conditions.   
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Figure 12. Global DDAH1 KO exacerbated hypoxia+SU5416-induced increase of RV 
fibrosis. Right ventricular sections were stained with Sirius red in wild type and global 
DDAH1 KO mice under sham and hypoxia+SU5416 conditions. The average percent of 
right ventricular fibrosis was calculated from 5 samples in each group. Data were 
presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to sham. # 
indicates P<0.05 comparing WT to KO. 
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Global DDAH1 KO aggravated hypoxia+SU5416-induced pulmonary vascular 
remodeling and pulmonary fibrosis 
To determine the effect of global DDAH1 KO on pulmonary vascular remodeling, we 
determined the percentage of non-muscularized (NM), partially muscularized (PM), and 
fully muscularized small arteries (FM) in wild type and global DDAH1 KO mice under 
sham conditions and 3 weeks after hypoxia+SU5416 (Figure 13 and 14). Hematoxylin 
stained histological characteristics of lung tissue with global DDAH1 KO and wild type 
mice were illustrated in Figure 13. The percentage of non-muscularized, partially 
muscularized and fully muscularized small arteries in lung tissues was not different 
between wild type mice and global DDAH1 KO mice under sham conditions (Figure 13 
and 14). Exposure to hypoxia caused increases in fully muscularized small arteries in 
wild type and global DDAH1 KO mice (Figure 14). The increases were greater in the 
global DDAH1 KO mice (p<0.05). As expected, hypoxia also resulted in a decreased 
number of non-muscularized small arteries in both wild type and global DDAH1 KO mice 
(Figure 14).  
In addition, pulmonary fibrosis was detected using Masson trichrome staining under 
sham conditions and 3 weeks post hypoxia+SU5416 (Figure 15). Pulmonary fibrosis was 
comparable between global DDAH1 KO mice and wild type mice under sham conditions 
(Figure 16). Hypoxia+SU5416 caused pulmonary fibrosis in both wild type mice and 
global DDAH1 KO mice, but increases were significantly greater in the global DDAH1 
KO mice than in the wild type mice (5.35 ± 0.63 % in wild type hypoxia+SU5416 group 
versus 8.40 ± 1.0. % in global DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 15 
and 16). 
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Figure 13.  Representative images of pulmonary vascular remodeling. Lungs from wild 
type and global DDAH1 KO mice exposed to sham and hypoxia+SU5416 conditions 
were flushed, fixed in formalin, and stained using eosin-hemotoxylin for pulmonary 
vessel muscularization. 
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Figure 14. Global DDAH1 KO aggravated hypoxia+SU5416-induced pulmonary vascular 
remodeling. The average percent of non-muscularized, partially muscularized, and fully 
muscularized pulmonary arterioles were calculated from 5 samples in each group. Data 
were presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates P<0.05 comparing WT to KO. 
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Figure 15.  Representative images of lung fibrosis from wild type and global DDAH1 KO 
mice. Lungs from wild type and global DDAH1 KO mice exposed to sham or 
hypoxia+SU5416 conditions were flushed, fixed in formalin, and stained using trichrome 
stain for pulmonary fibrosis.   
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Figure 16. Global DDAH1 KO aggravated hypoxia+SU5416-induced pulmonary fibrosis. 
Lung sections were stained with trichrome in wild type and global DDAH1 KO mice 
under sham and hypoxia+SU5416 conditions. The average percent of lung fibrosis was 
calculated from 5 samples in each group. Data were presented as mean ± SEM. * 
indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing 
WT to KO. 
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Hypoxia+SU5416 increased eNOS expression in wild type and global DDAH1 KO 
mice 
Expression of DDAH1 and eNOS proteins were determined by Western blotting (Figure 
17). Western blot demonstrated that lung DDAH1 expression was not detectable in 
global DDAH1 KO mice under sham conditions and after hypoxia+SU5416 as expected 
(Figure 17 ). Hypoxia+SU5416 caused no change in lung DDAH1 expression in wild type 
mice (Figure 17). Lung eNOS expression was not significantly different between wild 
type and global DDAH1 KO mice under sham conditions (Figure 17), while 
hypoxia+SU5416 increased lung eNOS expression in both wild type and global DDAH1 
KO mice (0.47 ± 0.07 in wild type sham group versus 1.76 ± 0.33 in wild type 
hypoxia+SU5416 group; p<0.05) (0.51 ± 0.06 in global DDAH1 KO sham group versus 
1.51 ± 0.13 in global DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 17).  
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Figure 17. Hypoxia+SU5416 increased eNOS expression in wild type and global DDAH1 
KO mice. Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO. 
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Effects of hypoxia+SU5416 and global DDAH1 KO on DDAH activity  
To determine global DDAH1 KO affect on DDAH activity under control and 
hypoxia+SU5416 conditions, lung DDAH activity was determined. Global DDAH1 KO 
almost abolished lung DDAH activity under control conditions and after hypoxia+SU5416 
(Figure 18). Hypoxia+SU5416 caused decreased lung DDAH activity in wild type (27.65 
± 1.88 nmol/g/min in wild type sham group versus 16.64 ± 2.11 nmol/g/min in wild type 
hypoxia+SU5416 group; p<0.05), while slightly increasing DDAH activity in global 
DDAH1 KO mice (1.04 ± 0.69 nmol/g/min in global DDAH1 KO sham group versus 3.01 
± 0.83 nmol/g/min in global DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 18). 
The lung DDAH activity was significantly different between wild type and global DDAH1 
KO mice under both sham and hypoxia+SU5416 conditions (27.65 ± 1.88 nmol/g/min in 
wild type sham group versus 1.04 ± 0.69 nmol/g/min in global DDAH1 KO sham group; 
p<0.05) 16.64 ± 2.11 nmol/g/min in wild type hypoxia+SU5416 group versus 3.01 ± 0.83 
nmol/g/min in global DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 18).    
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Figure 18. Effects of hypoxia+SU5416 and global DDAH1 KO on DDAH activity. Data 
were presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates P<0.05 comparing WT to KO 
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Global DDAH1 KO increased lung ADMA without affecting lung SDMA content 
under control and hypoxia+SU5416 conditions 
To determine the effect of global DDAH1 KO on lung ADMA and SDMA content under 
control and hypoxia conditions, we determined the ADMA and SDMA content from the 
lung. Lung ADMA content was significantly increased in global DDAH1 KO mice under 
sham conditions and after hypoxia+SU5416 (55.01 ± 9.70 nmol/g in wild type sham 
group versus 92.05 ± 10.17 nmol/g in global DDAH1 KO sham group; p<0.05) (67.60 ± 
9.27 nmol/g in wild type hypoxia+SU5416 group versus 92.83 ± 8.97 nmol/g in global 
DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 19). Lung SDMA was not different 
in wild type mice or global DDAH1 KO mice under sham conditions and after 
hypoxia+SU5416 (Figure 19). 
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Figure 19. Global DDAH1 KO increased lung ADMA without affecting lung SDMA 
content under sham and hypoxia+SU5416 conditions. Lung ADMA and SDMA were 
determined using a high-through put liquid chromatographic-tandem mass spectrometric 
method. Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to control. # indicates P<0.05 comparing WT to KO 
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Global DDAH1 KO did not affect the expression of lung PRMT1, PRMT3, and CAT1  
Western blot showed that lung PRMT1 and CAT1 expression were not altered by 
hypoxia+SU5416 or by global DDAH1 KO (Figure 20). Lung PRMT3 expression was 
significantly increased in response to hypoxia+SU5416 in both wild type (1.00 ± 0.06 in 
wild type sham group versus 1.34 ± 0.11 in wild type hypoxia+SU5416 group; p<0.05) 
and global DDAH1 KO mice (0.90 ± 0.06 in global DDAH1 KO sham group versus 1.21 ± 
0.08 in global DDAH1 KO hypoxia+SU5416 group; p<0.05), but no difference was 
observed between WT and global DDAH1 KO mice (Figure 20). 
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Figure 20. Global DDAH1 KO did not affect the protein expression of lung PRMT1, 
PRMT3, and CAT1. Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO 
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Global DDAH1 KO cause accumulation of plasma ADMA under control and 
hypoxia+SU5416 conditions 
Plasma ADMA content was significantly increased in global DDAH1 KO mice as 
compared with wild type mice under control conditions (0.62 ± 0.05 µmol in wild type 
sham group versus 1.25 ± 0.11 µmol in global DDAH1 KO sham group; p<0.05) and 
further elevated in response to hypoxia+SU5416 (0.86 ± 0.10 µmol in wild type 
hypoxia+SU5416 group versus 1.91 ± 0.20 µmol in global DDAH1 KO hypoxia+SU5416 
group; p<0.05) (Figure 21). While hypoxia+SU5416 increased plasma ADMA content in 
wild type (0.62 ± 0.05 µmol in wild type sham group versus 0.86 ± 0.10 µmol in wild type 
hypoxia+SU5416 group; p<0.05), this increase was significantly greater in global DDAH1 
KO mice (1.25 ± 0.11 µmol in global DDAH1 KO sham group versus 1.91 ± 0.20 µmol in 
global DDAH1 KO hypoxia+SU5416 group; p<0.05) (Figure 21). Plasma L-Arginine 
content was not significantly different between wild type and global DDAH1 KO mice 
under sham and hypoxia+SU5416 conditions (Figure 21). Hypoxia+SU5416 also 
induced no significant changes in L-Arginine content in wild type and global DDAH1 KO 
mice (Figure 21). The ratio of plasma ADMA to L-Arginine, a common indicator of 
systemic nitric oxide bio availability, was significantly increased in global DDAH1 KO 
mice under sham and after hypoxia+SU5416 in comparison to WT mice (Figure 21). 
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Figure 21. Global DDAH1 KO caused accumulation of plasma ADMA under sham and 
hypoxia+SU5416 conditions. Plasma ADMA and L-Arginine were determined by a high 
through put chromatographic-tandem mass spectrometric method. Data were presented 
as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates 
P<0.05 comparing WT to KO 
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Global DDAH1 KO increased plasma L-NMMA accumulation under control 
conditions and in response to hypoxia+SU5416 
Plasma L-NMMA content was significantly higher in global DDAH1 KO mice than WT 
mice under sham conditions (0.18 ± 0.02 µmol in wild type sham group versus 0.69 ± 
0.14 µmol in global DDAH1 KO sham group; p<0.05) and further increased in response 
to hypoxia+SU5416 (0.22 ± 0.05 µmol in wild type hypoxia+SU5416 group versus 0.97 ± 
0.06 µmol in global DDAH1 KO hypoxia+SU5416 group; p<0.05). Hypoxia+SU5416 
increased plasma L-NMMA content in global DDAH1 KO mice (from 0.69 ± 0.14 µmol in 
global DDAH1 KO sham group to 0.97 ± 0.06 µmol in global DDAH1 KO 
hypoxia+SU5416 group; p<0.05) (Figure 22). Plasma L-Arginine content was not 
significantly different between wild type and global DDAH1 KO mice under sham or 
hypoxia+SU5416 conditions (Figure 22). Hypoxia+SU5416 also caused no changes in L-
Arginine content wild type or global DDAH1 KO mice (Figure 22). The ratio of plasma 
ADMA to L-arginine was significantly increased in global DDAH1 KO mice under sham 
and after hypoxia+SU5416 (Figure 22).  
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Figure 22. Global DDAH1 KO increased plasma L-NMMA accumulation under sham 
conditions and in response to hypoxia+SU5416. Plasma L-NMMA and L-Arginine were 
determined by a high through put chromatographic-tandem mass spectrometric method. 
Data were presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates P<0.05 comparing WT to KO 
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Global DDAH1 KO had no effect on hypoxia+SU5416 induced plasma SDMA 
contents  
Plasma SDMA content was determined by high through put chromatographic-tandem 
mass spectrometric method. Plasma SDMA content was not significantly different 
between wild type mice and global DDAH1 KO mice under sham and hypoxia+SU5416 
conditions but significantly increased in both wild type (0.17 ± 0.01 µmol in wild type 
sham group versus 0.28 ± 0.04 µmol in wild type hypoxia+SU5416 group; p<0.05) and 
global DDAH1 KO mice after hypoxia+SU5416 (0.19 ± 0.02 µmol in global DDAH1 KO 
sham group versus 0.38 ± 0.05 µmol in global DDAH1 KO hypoxia+SU5416 group; 
p<0.05) (Figure 23). This indicates that DDAH1 does not regulate plasma SDMA levels. 
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Figure 23. Global DDAH1 KO had no effect on hypoxia+SU5416-induced plasma SDMA 
contents. Plasma SDMA content was determined by a high through put 
chromatographic-tandem mass spectrometric method. Data were presented as mean ± 
SEM. * indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates P<0.05 
comparing WT to KO 
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4.2. Effect of cardio DDAH1 KO on hypoxia+SU5416-induced PAH and RV 
hypertrophy 
 
Cardio-DDAH1 KO has no effect of RV hypertrophy under sham conditions but 
exacerbates hypoxia+SU5416-induced RV hypertrophy 
Body weight, RV weight, and LV weight (LV + Septum) were measured to examine RV 
hypertrophy in wild type and cardio-DDAH1 KO mice under sham and hypoxia+SU5416 
conditions.  RV to body weight and ratio of RV to LV (LV + Septum) weight were not 
significantly different between wild type and cardio-DDAH1 KO mice under sham 
conditions (Table 4 and Figure 24).  However, cardio-DDAH1 KO significantly 
exacerbated hypoxia+SU5416-induced increases of RV hypertrophy as indicated by the 
ratio of RV to body weight (1.82 ± 0.08 mg/g in wild type hypoxia+SU5416 group versus 
2.26 ± 0.12 mg/g in KO hypoxia+SU5416 group; p<0.05) and RV to LV (LV + Septum) 
weight (0.33 ± 0.01 mg/g in wild type hypoxia+SU5416 group versus 0.37 ± 0.02 mg/g in 
KO hypoxia+SU5416 group; p<0.05). Interestingly, the RV systolic pressure and RV 
dp/dtmax were not significantly different between wild type and cardio-DDAH1 KO mice 
after hypoxia+SU5416 (Figure 27 and 28). RV cell size, another indicator of hypertrophy, 
was determined by WGA staining. Histological analysis indicated that hypoxia+SU5416 
caused a significant increase of RV cell size in both wild type and cardio-DDAH1 KO 
mice but the increase of RV cell size was significantly greater in cardio-DDAH1 KO mice 
(343.79 ± 9.76 µm2 in wild type hypoxia+SU5416 group versus 409.69 ± 21.70 µm2 in 
KO hypoxia+SU5416 group) (Figure 25 and 26). 
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Table 4. Anatomic data for WT and cardio-DDAH1 KO mice under sham and 
hypoxia+SU5416 conditions 
Data are presented as mean ± SEM when normally distributed. *p<0.05 as compared 
with corresponding sham conditions; † p<0.05 as compared with WT mice under the 
hypoxia+SU5416 condition 
Parameters WT-Sham CardioDDAH1 
KO-Sham 
WTHypoxia 
+SU5416 
Cardio-DDAH1 
KOHypoxia+SU5
416 
Number of mice 8 8 11 9 
Bodyweight (g) 27.78 ± 1.64 28.80 ± 2.67 27.24 ± 0.72 25.10 ± 1.00† 
Tibia length (mm) 17.46 ± 0.12 17.57 ± 0.24 17.83 ± 0.05 17.73 ± 0.11* 
RV weight (mg) 26.95 ± 2.03 30.19 ± 2.52 49.12 ± 1.66* 56.89 ± 3.63*† 
LV + septum (mg) 133.24 ± 11.60 131.93 ± 14.22 148.72 ± 4.99 153.61 ± 7.29 
Ratio of RV to LV + septum 0.20 ± 0.08 0.24 ± 0.01 0.33 ± 0.01* 0.37 ± 0.02*† 
Lung mass (mg) 140.36 ± 7.81 138.23 ± 10.98 191.23 ± 4.18* 190.27 ± 13.48* 
Right atria (mg) 3.00 ± 0.25 3.21 ± 0.36 4.44 ± 0.27* 9.10 ± 3.39* 
Left atria weight (mg) 5.35 ± 0.67 5.23 ± 0.74 6.24 ± 0.43 6.83 ± 0.59 
Kidney weight (mg) 368.76 ± 29.59 435.41 ± 53.69 320.46 ± 10.29* 326.24 ± 24.43* 
Ratio of RV to BW (mg/g) 0.97 ± 0.05 1.06 ± 0.05 1.82± 0.08* 2.26 ± 0.12*† 
Ratio of LV to BW (mg/g) 4.75 ± 0.18 4.54 ± 0.16 5.49 ± 0.22* 6.12 ± 0.21*† 
Ratio of lung to BW (mg/g) 5.14 ± 0.34 4.88 ± 0.20 7.07 ± 0.22* 7.52 ± 0.32* 
Ratio of RA to BW (mg/g) 0.11 ± 0.01 0.11 ± 0.01 0.17 ± 0.01* 0.37 ± 0.14* 
Ratio of LA  to BW (mg/g) 0.19 ± 0.02 0.18 ± 0.02 0.23 ± 0.02* 0.27 ± 0.02* 
Ratio of kidney to BW (mg/g) 13.19 ± 0.43 14.82 ± 0.62 11.85 ± 0.45* 12.92 ± 0.78* 
Ratio of RV to TL (mg/mm) 1.55 ± 0.12 1.71 ± 0.13 2.76 ± 0.09* 3.20 ± 0.20*† 
Ratio of LV to TL (mg/mm) 7.66 ± 0.70 7.45 ± 0.74 8.35 ± 0.29 8.67 ± 0.42 
Ratio of lung  to TL (mg/mm) 8.04 ± 0.44 7.83 ± 0.54 10.73 ± 0.25* 10.74 ± 0.79* 
Ratio of RA  to TL (mg/mm) 0.17 ± 0.01 0.18 ± 0.02 0.25 ± 0.01* 0.51 ± 0.19*† 
Ratio of LA to TL (mg/mm) 0.31 ± 0.04 0.30 ± 0.04 0.35 ± 0.02 0.39 ± 0.03 
Ratio of kidney to TL (mg/mm) 21.18 ± 1.78 24.56 ± 2.80 17.97 ± 0.57* 18.39 ± 1.37* 
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Figure 24. Cardio-DDAH1 KO exacerbated hypoxia+SU5416-induced increase of RV 
hypertrophy. After 3 weeks exposure to hypoxia+SU5416 or sham conditions, hearts 
were collected. Right ventricle weight to body weight ratio, right ventricle weight to left 
ventricle + septum weight were calculated from 8 to 11 samples in each group. Data 
were presented as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates P<0.05 comparing WT to cardio-DDAH1 KO. 
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Figure 25. Representative images of RV cell size with WGA staining from wild type and 
cardio-DDAH1 KO mice exposed to sham and hypoxia+SU5416 conditions.   
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Figure 26. Cardio-DDAH1 KO exacerbated hypoxia+SU5416-induced increase of RV 
cell size. Right ventricular tissue from wild type and cardio-DDAH1 KO mice was fixed 
and stained with WGA for cardiomycyte cell size. Cardiomycyte cell size was calculated 
from 5 samples in each group. Data were presented as mean ± SEM. * indicates p<0.05 
comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to cardio-
DDAH1 KO. 
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Cardio-DDAH1 KO exacerbated hypoxia+SU5416-induced increase of RV 
hypertrophy but had no significant effect on RV pressure 
To determine whether cardio specific DDAH1 influences PAH development, we 
examined the effect of cardio-DDAH1 KO on hypoxia+SU5416-induced PAH in mice. RV 
systolic pressure, RV end diastolic pressure, RV dp/dtmax, and RV dp/dtmin were not 
different between wild type and Cardio-specific DDAH1 KO mice under sham condition 
(Table 5 and Figure 27 and 28). The RV systolic pressure and RV dp/dtmax were also 
not significantly different between wild type and cardio-DDAH1 KO mice after 
hypoxia+SU5416 (Table 4, Figure 27, and 28). Hypoxia+SU5416 increased RV systolic 
pressure and RV dp/dtmax in both wild type (20.89 ± 0.84 mmHg in wild type sham 
group versus 38.53 ± 1.45 mmHg in wild type hypoxia+SU5416 group; p<0.05) and 
cardio-DDAH1 KO mice (20.65 ± 0.70 mmHg in cardio-DDAH1 KO sham group versus 
40.34 ± 5.06 mmHg in cardio-DDAH1 KO hypoxia+SU5416 group; p<0.05). Cardio-
DDAH1 KO mice exhibited no significant difference in RV diastolic pressure as 
compared with wild type mice under both sham and hypoxia+SU5416 conditions (Figure 
27).  
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Table 5. Hemodynamic data for WT and cardio-DDAH1 KO mice under sham and 
hypoxia+SU5416 conditions 
 
Data are presented as mean ± SEM when normally distributed. *p<0.05 as compared 
with corresponding sham conditions; † p<0.05 as compared with WT mice under the 
hypoxia+SU5416 condition.  
 
Parameters WT 
Sham 
Cardio-DDAH1 
KO Sham 
WT 
Hypoxia+SU5416 
Cardio-DDAH1 
KO 
Hypoxia+SU5416 
Number of mice 6 7 8 5 
Heart rate (beat/min) 541.45±13.55 548.65±9.86 491.39±7.04* 477.20±9.83* 
RV systolic pressure (mmHg) 20.46±0.85 20.65±0.70 37.81±1.43* 39.94±3.94* 
RV end diastolic pressure 
(mmHg) 
1.02±0.21 1.34±0.27 1.80±0.39 2.20±1.00 
RV dp/dt max (mmHg/s) 1838.04±140.56 1940.92±145.08 2437.52±114.21* 2488.26±95.38* 
RV dp/dt min (mmHg/s) -1645.03±121.39 -1811.87±153.07 -2303.46±86.61* -2327.43±123.31* 
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Figure 27. Cardio-DDAH1 KO had no significant effect on hypoxia+SU5416-induced RV 
pressure.  To measure RV systolic pressure and RV diastolic pressure, RV 
catheterization was performed. Data were presented as mean ± SEM. * indicates p<0.05 
comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO 
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Figure 28. Cardio-DDAH1 KO had no significant effect on hypoxia+SU5416-induced RV 
contractility. Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to KO. 
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Cardio-DDAH1 KO did not affect hypoxia+SU5416-induced RV fibrosis 
Sirius red staining was used to determine right ventricular fibrosis in wild type and under 
sham and hypoxia+SU5416 conditions (n=5 samples each group. Representative 
pictures of RV staining are shown in Figure 29. While hypoxia+SU5416 increased RV 
fibrosis in wild type and cardio-DDAH1 KO mice (2.89 ± 0.34 % in wild type sham group 
versus 5.97 ±  0.34 % in wild type hypoxia+SU5416 group and 2.98 ± 0.25 % in KO 
sham group versus 6.98 ± 0.88 % in KO hypoxia+SU5416 group; p<0.05). No significant 
difference in fibrosis was observed between cardio-DDAH1 KO mice and wild type mice 
under sham or hypoxia+SU5416 conditions. 
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Figure 29. Representative images of RV fibrosis. Right ventricle cross-sections (20X) 
were stained with Sirius red from wild type and cardio-DDAH1 KO mice under sham and 
hypoxia+SU5416 conditions.   
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Figure 30. Cardio-DDAH1 KO did not affect hypoxia+SU5416-induced RV fibrosis. RV 
sections from wild type and cardio-DDAH1 KO mice under sham and hypoxia+SU5416 
conditions were stained with Sirius red. The average percent of right ventricular fibrosis 
was calculated from 5 samples in each group. Data were presented as mean ± SEM. * 
indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates P<0.05 comparing 
WT to KO. 
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Cardio-DDAH1 KO did not affect hypoxia+SU5416-induced pulmonary vascular 
remodeling 
To determine the effect of cardio-DDAH1 KO on pulmonary vascular remodeling, the 
percentages of non-muscularized (NM), partially muscularized (PM), and fully 
muscularized small arteries (FM) were determined in wild type and cardio-DDAH1 KO 
mice under control and  hypoxia+SU5416 conditions. The lung sections were stained 
with hematoxylin (n=5 samples from each group (Figure 31). The percentage of non-
muscularized, partially muscularized and fully muscularized small arteries in lung tissue 
was not different between wild type and cardio-DDAH1 KO mice under sham conditions 
(Figure 31 and 32). Hypoxia+SU5416 decreased the number of non muscularized small 
arteries and increased the number of partially muscularized and fully muscularized small 
arteries in both wild type and cardio-DDAH1 KO mice (Figure 32). There was no 
significant difference between wild type and cardio-DDAH1 KO mice under 
hypoxia+SU5416 conditions (Figure 32). 
  87 
 
WT Cardio-DDAH1 KO
Sh
am
H
yp
ox
ia
+S
U
54
16
100µm
Sh
am
H
yp
ox
ia
+S
U
54
16
 
 
Figure 31. Representative images of pulmonary vascular remodeling. Lungs from wild 
type and cardio-DDAH1 KO mice exposed to sham and hypoxia+SU5416 conditions 
were flushed, fixed in formalin, and stained using eosin-hemotoxylin for pulmonary 
vessel muscularization 
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Figure 32. Cardio-DDAH1 KO did not affect hypoxia+SU5416-induced pulmonary 
vascular remodeling. The average percent of non-muscularized, partially muscularized, 
and fully muscularized pulmonary arterioles were calculated from 5 samples in each 
group. Data were presented as mean ± SEM. * indicates p<0.05 comparing 
hypoxia+SU5416 to sham. # indicates P<0.05 comparing WT to cardio-DDAH1 KO. 
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Cardio-DDAH1 KO did not affect plasma ADMA, L-NMMA, and SDMA  
Plasma ADMA, L-NMMA and SDMA content were determined by high through put 
chromatographic-tandem mass spectrometric method in wild type and cardio-DDAH1 
KO mice under control and hypoxia+SU5416 conditions. Cardio-DDAH1 KO did not 
significantly alter plasma ADMA, L-NMMA, and SDMA content under sham or 
hypoxia+SU5416 conditions in compared to WT mice (Figure 33). 
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Figure 33. Cardio-DDAH1 KO did not significantly increase plasma ADMA, L-NMMA, 
and SDMA. Plasma ADMA, L-NMMA, and SDMA contents were determined by a high 
through put chromatographic-tandem mass spectrometric method. Data were presented 
as mean ± SEM. * indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates 
P<0.05 comparing WT to cardio-DDAH1 KO 
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5. Discussion 
PAH increases the workload in the right ventricle, causing RV hypertrophy that 
eventually develops into right heart failure. DDAH1 regulates NO-cGMP signaling in part 
by degrading the NOS inhibitor ADMA. Because NO-cGMP signaling is important in both 
pulmonary vessels and in cardiomyocyte physiology, and DDAH1 is expressed in both of 
these tissues, it is difficult to distinguish whether DDAH1 regulation of PAH and 
subsequent RV hypertrophy is due to lung specific DDAH1 effects or through 
cardiomyocyte DDAH1 influence on the heart. Therefore, cardiomyocyte specific 
disruption of DDAH1 was used to determine cardiomyocyte DDAH1 impact on RV 
hypertrophy that occurs in response to PAH. Because DDAH1 KO in cardiomyocytes did 
not increase systemic ADMA levels, it   determines the specific impact of cardiac DDAH1 
on RV hypertrophy by comparing the response of wild type and cardio-DDAH1 KO 
hearts to similar degrees of PAH. Together, using of global and cardio-specific DDAH1 
KO provides new insight into the specific pulmonary and cardiac roles of DDAH1 in 
cardiovascular response to the stress imposed by PAH. 
 
Our data indicate that genetic disruption of global DDAH1 has no observable influence 
on pulmonary structure or right ventricular hemodynamics under basal conditions, but 
significantly exacerbates muscularization of pulmonary arteries, RV hypertrophy, lung 
fibrosis, and pulmonary vascular resistance (as indicated by increase right ventricular 
pressure) in response to hypoxia+SU5416. Global DDAH1 KO caused significant 
increases of NOS inhibitors ADMA and L-NMMA in the plasma under sham conditions. 
hypoxia+SU5416 further elevates the levels of these NOS inhibitors in global DDAH1 KO 
mice as compared to WT mice. Chronic hypoxia+SU5416 resulted in decreased DDAH1 
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activity and increased ADMA content in wild type mice, in agreement with the proposal 
that diminished DDAH1 activity in PAH promotes ADMA accumulation. However, cardio-
DDAH1 KO aggravated hypoxia+SU5416-induced increase of RV hypertrophy under 
apparently similar levels of PAH, indicated by ratios of RV to BW and RV to LV + S and 
without significantly higher levels of plasma. This suggests that distribution of DDAH1 in 
cardiomyocytes protects the heart against RV hypertrophy. Collectively, these findings 
indicate that DDAH1 plays an important role in protecting both the lung and heart from 
the development of PAH under hypoxia+SU5416 conditions. 
 
Impaired NO signaling is believed to play a role in development of PAH (109, 111). NO 
plays a vital role in endothelial smooth muscle cell coupling (26, 27) and pulmonary 
vascular tone (111, 112), inhibits platelet aggregation (113) and reduces leukocyte 
adhesion to vascular endothelium (114, 115). These events may be important early in 
PAH pathogenesis, which is believed to involve vasoconstriction (116, 117) and vascular 
inflammation (118, 119). NO also can reduce vascular smooth muscle cell proliferation 
(120), migration (121), and collagen synthesis (122). Conversely, endogenous NOS 
inhibitors ADMA and L-NMMA (17, 45) promote oxidative stress (123, 124), smooth 
muscle cell proliferation (125), and fibrosis (126), suggesting maintaining NO signaling is 
important for attenuating the vascular remodeling that is a hallmark of established PAH. 
Importantly plasma ADMA is commonly elevated in animal PAH models (7) and human 
PAH of various etiologies (127-130), while expression or activity of DDAH1 is reduced 
(7). Consistent with DDAH1 playing the major role in ADMA removal (6), ADMA levels 
were nearly doubled in the lungs and plasma of DDAH1 KO mice as compared to WT 
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mice. However, this did not induce any observable signs of PAH under basal conditions, 
even though ADMA levels in DDAH KO mice under basal conditions were significantly 
higher than in hypoxic WT mice. This finding indicates that DDAH1 deficiency and 
chronically increased systemic ADMA does not independently induce PAH. The finding 
that DDAH1 KO mice exhibit significantly elevated pulmonary peripheral artery 
muscularization, pulmonary fibrosis, RV pressure, and RV hypertrophy in response to 
hypoxia+SU5416 however, suggests that DDAH1 activity, likely through degradation of 
ADMA and preserving NO signaling, does attenuate PAH induced by additional 
pulmonary stress. While our findings clearly indicate that DDAH1 deletion does not 
induce pulmonary hypertension in the relatively sterile, unstressed, basal conditions of 
this experiment, it seems plausible, based on the exacerbated response to 
hypoxia+SU5416, that chronic DDAH1 deficiency could increase risk of PAH 
development in environmental conditions that introduce more pulmonary stress (i.e. 
environmental toxins, infection, etc). 
 
While the most obvious protective role of DDAH1 is degrading ADMA, DDAH1 has 
demonstrated several ADMA independent effects which could also influence PAH. For 
instance, DDAH1 can promote endothelial cell proliferation through activation of ras and 
Akt (16). Akt activity is also important for eNOS activity (131), so this may be an 
additional mechanism of increasing NO formation. While promoting endothelial cell 
proliferation may help repair damaged endothelium and preserve normal vessel 
architecture in the early stages of this disease, disorganized endothelial cell proliferation 
can also exacerbate PAH progression through formation of plexiform lesions (132). In 
addition, Akt activation promotes smooth muscle cell proliferation that promotes small 
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artery occlusion (133). Thus, ADMA dependent and independent actions of DDAH1 may 
have different impacts on PAH pathology depending upon the cell type involved and 
stage of PAH development.  
 
Because of the important role of NO signaling in attenuating PAH, and because DDAH1 
activity is often reduced in this condition, over-expression of DDAH1 might be expected 
to attenuate PAH. Transgenic DDAH1 over-expressing mice have been produced, and 
these mice exhibit reduced ADMA levels, and lower systemic vascular resistance (39). In 
a 2 week hypoxia-induced PAH model, DDAH1tg mice exhibited less vascular 
remodeling, reversal of pulmonary cGMP reduction, and complete prevention of RV 
hypertrophy (134). A separate study however, demonstrated that while DDAH1tg mice 
exhibited improved vasodilation under hypoxia for 3 hours, PAH development was no 
different from WT mice after 4 weeks hypoxia (135). It is possible that the protective 
effects of increased DDAH1 are only manifested early in the disease, or that other 
factors override the protective effects of DDAH1 over-expression during extended 
hypoxia. Interestingly, our study showed that DDAH1 activity at 3 weeks of 
hypoxia+SU5416 is reduced approximately 30% in WT mice even though DDAH1 
protein levels did not change, indicating the reduced DDAH activity is a result of reduced 
DDAH1 quality. Previous studies have also shown that DDAH1 activity is inhibited post-
translationally by oxidative stress (68) or inflammatory factors (48). Thus, DDAH1 protein 
levels do not necessarily indicate DDAH1 activity, indicating that maintaining DDAH1 
activity as well as DDAH1 expression is likely important for preserving NOS function in 
PAH.   
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Our data showing that lung DDAH1 activity was reduced in WT mice by 
hypoxia+SU5416, and that global (6) or endothelial specific (15) deletion of DDAH1 
increases plasma ADMA levels, supports the concept that a reduction in DDAH1 activity 
contributes to increased ADMA levels. However, plasma ADMA levels were still elevated 
by hypoxia in DDAH1 KO mice, suggesting additional mechanisms also contribute to 
elevated ADMA. Expression of the arginine methyl transferase, PRMT3, was increased 
by hypoxia in both WT and DDAH1 KO mice, and increased arginine methylation may 
result in further amplified ADMA levels in absence of DDAH1 activity. Because ADMA is 
derived from proteolysis of proteins containing methylated arginines, increased protein 
catabolism associated with tissue remodeling may also contribute to increased ADMA. 
There is also evidence that elevations in systemic ADMA contributes to chronic kidney 
disease (45), so renal excretion of ADMA might also be impaired in this model, further 
exacerbating the already elevated plasma ADMA levels. 
In addition to attenuating systemic ADMA accumulation and vascular remodeling in the 
lungs, our data also suggest DDAH1 exerts anti-hypertrophic effects within 
cardiomyocytes, as indicated by the greater hypertrophy observed in cardio-specific 
DDAH1 KO mice under apparently equivalent pulmonary arterial pressures. The specific 
mechanism of DDAH1 protection against cardiomyocyte hypertrophy is currently 
unknown. Based upon previous studies showing protection against pressure overload 
induced LV hypertrophy by sildenafil (99, 136) or tetrahydrobiopterin (137), DDAH1 
removal of cardiomyocyte ADMA might be expected to exert similar anti-hypertrophic 
effects by preserving NO synthesis and cGMP production. Right heart failure is a 
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significant cause of mortality in PAH patients (138), so identifying the specific 
mechanisms by which DDAH1 protects against RV hypertrophy will be important. 
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6. Conclusion 
Novelty and Significance: Increased ADMA levels and reduced DDAH activity are 
associated with several cardiovascular diseases, including pulmonary hypertension, but 
whether these factors cause or contribute to PAH development was not clear.  
What Is New? Global and cardiac specific DDAH1 knockout mice were used to examine 
the impact of DDAH1 in hypoxia+SU5416 induced pulmonary hypertension and right 
ventricular hypertrophy. 
What Is Relevant? Global DDAH1 deletion and chronically increased ADMA did not 
cause PAH under basal conditions, but exacerbated vascular remodeling and PAH 
induced by hypoxia+SU5416. Cardiomyocyte DDAH1 attenuated right ventricular 
hypertrophy without influencing lung remodeling and pulmonary arterial pressure.  
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7. Summary 
Pulmonary arterial hypertension (PAH) is a progressive disease with a very poor 
prognosis. Recent studies have demonstrated that PAH is associated with diminished 
nitric oxide (NO) bioavailability, increased level of endogenous nitric oxide synthase 
(NOS) inhibitor Asymmetric dimethylarginine (ADMA), and decreased lung 
dimethylarginine dimethylaminohydrolse (DDAH) activity. DDAH1 is essential for 
degradation of ADMA and for optimal vascular endothelial nitric oxide production, but the 
impact of DDAH1 in PAH development and subsequent right ventricular (RV) 
hypertrophy is not clear. The objective of this study is to determine the impact of global 
DDAH1 gene knockout (KO) and cardiomyocyte restricted DDAH1 gene KO (Cardio-
DDAH1 KO) on hypoxia+SU5416 induced PAH development and RV hypertrophy. 
 
Chronic hypoxia and SU5416 result in reduced lung DDAH activity, increased circulating 
ADMA content, and PAH in wild type mice. Using global DDAH1 KO mice, we 
demonstrate that DDAH1 KO increases lung and circulating ADMA levels, but this does 
not cause PAH development in mice under control conditions. However, DDAH1 KO 
significantly exacerbates chronic hypoxia+SU5416-induced PAH, as indicated by 
significantly increased RV pressure, more RV hypertrophy, and enhanced pulmonary 
vascular remodeling in DDAH1 KO mice as compared to wild type mice. In addition, 
cardiomyocyte specific DDAH1 KO did not exacerbate hypoxia+SU5416-induced 
increases in RV pressure or lung vascular remodeling, but significant exacerbated 
hypoxia+SU5416-induced RV hypertrophy in comparison to wild type littermates, 
indicating that DDAH1 distributed in cardiomyocytes protects against RV hypertrophy 
independent of increased pulmonary artery pressure. 
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Collectively, our data indicate that DDAH1 plays an important role in protection against 
hypoxia+SU5416-induced PAH and RV hypertrophy by attenuating maladaptive 
pulmonary remodeling and through cardiomyocyte specific anti-hypertrophic effects in 
the heart.   
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CHAPTER 2 
Effect of adenosine monophosphate-activated protein kinase 
(AMPK) alpha 2 gene deletion on pulmonary arterial 
hypertension in mice 
 
1. Introduction 
Pulmonary arterial hypertension (PAH) is a life-threatening disease characterized by 
progressively increasing pulmonary vascular resistance, right heart failure and death. 
Increased lung vascular smooth muscle cell (VSMC) growth and proliferation is a key 
cellular event that leads to pathological pulmonary vascular remodeling and right 
ventricular hypertrophy or failure.  
 
Adenosine monophosphate-activated protein kinase (AMPK) is a heterotrimeric protein 
complex consisting of a catalytic subunit α (either α1 or α2), and 2 regulatory subunits (β 
and γ).  In response to increased cellular AMP content under metabolic or other stress 
conditions, AMPK is quickly activated to maintain cellular energy homeostasis (139, 
140). AMPK activation reduces energy-consuming processes such as protein translation 
by inhibiting the mTOR signaling pathway and increasing energy production by 
enhancing glucose uptake and glycolysis etc (139, 140).  Recent studies indicate that 
AMPK activation may play an important role in attenuating PAH and right ventricular 
hypertrophy. Igata et al reported that 5-aminoimidazole-4-carboxamide ribonucleoside 
(AICAR), an activator of AMPK, inhibits human VSMC proliferation (141). AMPK 
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activation was also shown to inhibit rat VSMC proliferation (142) and limit VSMC protein 
synthesis under conditions of thromboxane receptor activation (143). In addition, a 
recent study suggests that mTOR complex 2 promotes VSMC proliferation and survival 
in part through down-regulation of AMPK (144). While AMPKα1 appears to be the 
dominant catalytic isoform in smooth muscle cells, several recent studies demonstrated 
that AMPKα2 (but not AMPKα1) plays the essential role in attenuating vascular smooth 
muscle cell growth and proliferation (145, 146). Moreover, studies have demonstrated 
that activation of AMPK is important in attenuating cardiac hypertrophy and heart failure 
development (147-152). Our previous studies have demonstrated that AMPKα2 plays an 
important role in attenuating cardiomyocyte hypertrophy and left ventricular failure (147, 
150, 151). 
 
Based on the findings that AMPKα2 attenuates VSMC proliferation and cardiomyocyte 
hypertrophy (145-148), we reasoned that AMPKα2 might play a role in attenuating 
hypoxia-induced PAH and right ventricular hypertrophy. Consequently, the effect of 
AMPKα2 gene knockout on hypoxia induced PAH in mice was studied.     
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2. Materials and Methods 
AMPKα2 knockout  (KO) mice 
AMPK α2 mice and control wild type mice used in the present study are described 
previously (147, 150 153).  This study was approved by the Institutional Animal Care and 
Use Committee of University of Minnesota. 
Hypoxia and Sugen5416-induced PAH in mice 
Male mice ages 3-5 months were exposed to hypobaric hypoxia (154). Briefly, the 
pressure in the hypobaric chamber was decreased progressively from 0.8 atm (16.9% 
oxygen) on day 1 to 0.5 atm (10.5% oxygen) after day 7 for adaptation and was 
maintained at 10.5% oxygen for 2 more weeks as illustrated in Figure 1A. The chamber 
was opened once every week for cleaning, feeding, and injection. The mice in the 
hypoxia group received subcutaneous weekly injection of Sugen-5416 (25mg/kg, R&D 
Systems) (155). After hypoxic exposure for total 3 weeks, determination of RV pressure 
and hypertrophy was performed as described. The mice in sham group were kept in 
normobaric conditions for 3 weeks. 
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Measurements of RV hemodynamics 
At the end of the study protocol, mice were anesthetized with 2% isoflurane. Mice were 
intubated with a 20-gauge Teflon tube attached to a MiniVent type 845 mouse ventilator 
(Hugo Sachs Elektronik) (ventilator settings: breathing frequency, 80 breaths per minute; 
pressures, 9/0 cm H2O; inspiratory/expiratory ratio, 1:1). RV hemodynamics were 
determined at open-chest by a 1.2-F pressure catheter (Scisense Inc, Ontario Canada) 
(156, 157).    
Sample Preparation 
After the final hemodynamic assessment, the mice were euthanized by exsanguination. 
Before sample collection, the lungs were perfused with 6 ml of Calcium and magnesium 
free phosphate buffered saline through the right ventricle. The upper right lobe of lung 
was inflated through the trachea and then fixed in 10% buffered formalin for histological 
analysis. The other lung tissue was harvested and stored in -80°C freezer for 
biochemical analysis. The wet weights of RV and left ventricle (LV) + septum (S) were 
weighed and the ratios of RV weight to LV + S were determined (157)  
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Histological staining, evaluation of lung vascular muscularization, lung   
fibrosis and RV fibrosis 
For histological staining, tissues were sectioned to 5μm. The relative pulmonary vascular 
muscularization was determined by H&E staining. Briefly, 60 intra-acinar arteries (50-
200 µm) were examined per mouse. Intra-acinar arteries with a complete medial coat of 
muscle were categorized as Fully Muscular (FM) arteries.  Intra-acinar arteries with only 
a crescent of muscle were defined as partially muscular (PM) arteries.  Intra-acinar 
arteries with no apparent muscle were defined as nonmuscular (NM) arteries as 
previously described (155, 157).   
RV sections were stained with Sirius Red (Sigma) for detection of fibrosis. Lung fibrosis 
was stained using Modified Masson’s Trichrome Stain Kit (Scy Tek laboratories). The 
percent volume fibrosis for lung and ventricular fibrosis was determined using the 
method described previously (156, 158). Lung sections were also stained with 
monoclonal antibody to identify leucocytes using an antibody against CD45. Briefly, 
tissue sections were deparaffinized and rehydrated in PBS. The sections were incubated 
with 3% H2O2 in PBS for 20 minutes, followed by 3% BSA solution for 1 hour. Sections 
were then incubated with corresponding monoclonal primary antibody (1:400) overnight 
at 4oC, followed by incubation with avidin/biotin peroxidase-linked secondary antibody 
(1:1000) (Invitrogen). Staining was visualized using an avidin/biotin peroxidase-linked 
detection system (Vector Laboratories, Burlingame, CA). 
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Western Blots and Chemical Analysis 
Protein extracts from different groups of lung were fractionated on a polyacrylamide gel, 
transferred to nitrocellulose membranes, and probed with various antibodies. Total 
AMPK activity of lung tissues was measured as previously described (147). 
Data and Statistical Analysis 
All values were expressed as mean ± standard error. Data from two groups was 
compared with an unpaired t-test.  Two-way ANOVA was used to test for differences 
between KO and wild type animals under sham conditions and after hypoxia+SU5416-
induced PAH. Post hoc pairwise comparisons were made using the Fisher least 
significant difference test. Statistical significance was defined as p<0.05. 
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3. Results 
AMPKa2 KO had no detectable effect on RV pressure and RV hypertrophy 
The bodyweight was monitored weekly as presented in Figure 1B. The result indicates 
that hypoxia caused a significant but similar reduction of bodyweight in both wild type 
and AMPKa2 KO mice. We assessed RV pressure as a surrogate of the pulmonary 
arterial pressure in each group. RV systolic pressure, RV end-diastolic pressure, RV 
dp/dtmax, RV dp/dtmin and heart rate were not different between AMPKa2 KO mice 
and wild type controls under sham conditions (Figure 1C-H). AMPKa2 KO also had no 
detectable effect on RV hypertrophy under sham conditions as indicated by the similar 
ratio of RV weight to LV (LV+ septum) weight between AMPKa2 KO mice and wild type 
mice, as well as comparable RV weight, and RV weight ratios to bodyweight, or tibial 
length (Figure 2B,).  
 AMPKa2 KO aggravated the hypoxia+SU5416-induced increase of RV pressure 
Interestingly, AMPKa2 KO significantly exacerbated hypoxia-induced increases of RV 
systolic pressure (Figure 1D), RV dp/dtmax, (Figure 1F), and RV dp/dtmin (Figure 1G). 
AMPKa2 KO did not affect RV diastolic pressure and heart rate in mice after chronic 
hypoxia+SU5416 (Figure 1E and H). 
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Figure 1. AMPKα2 knockout aggravated the hypoxia+SU5416-induced increase of RV 
pressure. Wild type or AMPKα2 KO mice were exposed to normoxic conditions or 
hypoxia+SU5416 treatment for 3 weeks (A), and the change (%) of body weight were 
determined (B). RV pressure measurements were obtained by catheterization of the 
right ventricle. Reprentative RV pressure tracings from wild type and AMPK α2 KO mice 
exposed to sham or hypoxia+SU5416 conditions are shown in (C) Right ventricular 
systolic pressure (D), right ventricular end-diastolic pressure (E), right ventricular 
dp/dtmax (F), right ventricular dp/dtmin (G), heart rate (H) were calculated from 7-9 mice 
in each group. * indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates 
p<.05 comparing WT to KO. 
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AMPKa2 KO exacerbated the hypoxia+SU5416-induced increase of RV 
hypertrophy and fibrosis 
Consistent with the greater increase of RV systolic pressure in AMPKa2 KO mice after 
hypoxia+SU5416, AMPKa2 KO mice exhibited greater increase in RV to body weight 
ratio (1.45 ± 0.06mg/g in wild type hypoxia+SU5416 group versus 1.72 ± 0.07mg/g in 
KO hypoxia+SU5416 group; p<0.05) (Figure 2A) and RV to LV + septum ratio (0.39 ± 
0.01 in wild type hypoxia+SU5416 versus 0.45 ± 0.02 in KO hypoxia+SU5416; p<0.05) 
(Figure 2B) after hypoxia+SU5416, indicating that AMPKa2 KO exacerbated hypoxia-
induced RV hypertrophy. Histological analysis indicated that hypoxia increased RV 
fibrosis to a greater degree in AMPKa2 KO mice compared to wild type mice (5.67 ± 
0.54 % in wild type mice versus 7.35 ± 0.43 % in AMPKa2 KO mice; p<0.05)  (Figure 2E 
and F). 
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Figure 2. AMPKα2 KO exacerbated the hypoxia+SU5416-induced increase of RV 
hypertrophy and fibrosis. After 3 week exposure to hypoxic+SU5416 or sham conditions, 
hearts and lungs were collected. Right ventricle weight to body weight ratio (A), right 
ventricle weight to left ventricle + septum weight  (B), left ventricle weight septum to body 
weight ratio (C), and lung weight to body weight ratio (D). For analysis of right ventricular 
fibrosis, right ventricular tissue was fixed and stained with Sirius red reagent (E). Percent 
fibrotic tissue was calculated from 5 samples in each group (F). * indicates p<0.05 
comparing hypoxia+SU5416 to sham. # indicates p<.05 comparing WT to KO. 
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AMPKa2 KO exacerbated hypoxia+SU5416-induced pulmonary vascular 
remodeling 
To determine the effect of AMPKa2 KO on pulmonary vascular remodeling, we 
determined the percentage of non-muscularized (NM), partially muscularized (PM), and 
fully muscularized small arteries (FM) in wild type mice and AMPKa2 KO mice under 
sham conditions and 3 weeks after hypoxia+SU5416 (Figure 3A and B). Under control 
conditions, the percentage of nonmuscularized, partially muscularized and fully 
muscularized small arteries in lung tissues was not different between wild type mice and 
AMPKa2 KO mice (Figure 3A and B). Exposure to hypoxia+SU5416 caused increases 
in fully muscularized small arteries in wild type and AMPKa2 KO mice (Figure 3B).  The 
increases were greater in the AMPKa2 KO mice (p< 0.05)(Figure 3B). As expected, 
hypoxia also resulted in decreased non-muscularized small arteries in wild type and 
AMPKa2 KO mice (Figure 3B). Again, the loss of non-muscularized small arteries was 
greater in AMPKa2 KO mice (p < 0.05)(Figure 3B).  
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Figure 3. AMPKα2 KO exacerbated hypoxia+SU5416-induced pulmonary vascular 
remodeling and fibrosis. Lungs from wild type and AMPKα2 KO mice exposed to sham 
or hypoxia+SU5416 conditions were flushed, fixed in formalin, and stained using eosin-
hemotoxylin for analysis of pulmonary vessel muscularization. Representative images 
are shown in (A) and average percent of non-muscularized, partially muscularized, and 
completely muscularized pulmonary arterioles were calculated from 5 samples in each 
group (B). * indicates p<0.05 comparing hypoxia+SU5416 to control. # indicates p<.05 
comparing WT to KO. 
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AMPKa2 KO significantly exacerbated the hypoxia+SU5416-induced lung fibrosis 
Fibrosis was detected by Masson trichrome staining under sham conditions and 3 
weeks post hypoxia+SU5416. Lung fibrosis was comparable between AMPKa2 KO 
mice and wild type under sham conditions. Hypoxia+SU5416 caused lung fibrosis in 
both wild type mice and AMPKa2 KO mice, but the increase was significantly greater in 
the AMPKa2 KO mice than in the wild type mice (p < 0.05) (Figure 4A and B). In 
addition, Western blotting showed that hypoxia+SU5416 caused significantly more 
increase of lung collagen-III protein content in AMPKa2 KO mice than in wild type mice 
(Figure 4C and D).  
  113 
Lu
ng
 F
ib
ro
si
s 
(%
)
0
2
4
6
8
10
12
WT
AMPKa2 KO
*
*#
Sham Hypoxia
+SU5416
A
D WT Sham WT Hypoxia+SU5416KO Sham KO Hypoxia+SU5416
Collagen III
Vinculin
110kDa
125kDa
B
Sh
am
WT type AMPKα2 KO
100µm
R
el
at
iv
e 
C
ol
la
ge
n 
III
 p
ro
te
in
0
2
4
6
8
10
12
14
16
*
*#
#
Sham Hypoxia
+SU5416
C
H
yp
ox
ia
+S
U
54
16
2-WAY ANOVA
Hypoxia+SU5416               p<0.01
KO                                       p<0.01
Hypoxia+SU5416 × KO     p<0.01
2-WAY ANOVA
Hypoxia+SU5416               p<0.01
KO                                       p<0.01
Hypoxia+SU5416 × KO     p=0.05
Lu
ng
 F
ib
ro
si
s 
(%
)
Sh
am
Sh
am
R
el
at
iv
e 
C
ol
la
ge
n 
III
 p
ro
te
in
H
yp
ox
ia
+S
U
54
16
 
Figure 4. AMPKα2 KO exacerbated the hypoxia+SU5416-induced lung fibrosis. Lungs 
from wild type and AMPKα2 KO exposed to sham or hypoxia+SU5416 conditions were 
collected and fixed and analyzed for fibrosis using Trichrome stain. Representative 
images are shown in (A). Average percent lung fibrosis was calculated (B). Lungs were 
also analyzed by western blot for expression of type III collagen or vinculin (as a loading 
control) (D). Expression levels of the indicated proteins were analyzed by densitometry 
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from 5 animals in each group (C). * indicates p<0.05 comparing hypoxia+SU5416 to 
sham. # indicates p<.05 comparing WT to KO. 
 
AMPKa2 KO exacerbated hypoxia+SU5416-induced pulmonary inflammation and 
increased lung VCAM-1 expression 
Histological analysis did not reveal any noticeable increase of lung leukocyte infiltration 
in AMPKa2 KO mice under sham condition. Hypoxia+SU5416 caused lung leucocyte 
accumulation (as indicated by the staining of CD45) in both wild type mice and AMPKa2 
KO mice, but the increase was significant greater in the AMPKa2 KO mice than in the 
wild type mice (Figure 5A and C), suggesting AMPKa2 plays a role in limiting 
hypoxia+SU5416-induced pulmonary inflammation.  
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Figure 5. AMPKα2 KO exacerbated hypoxia+SU5416-induced pulmonary inflammation. 
Lungs from wild type and AMPKα2 KO exposed to sham or hypoxia+SU5416 conditions 
were collected and fixed and stained CD45 for leucocytes. Representative images are 
shown in (A). Count of leucocytes was calculated (C). Lungs were also analyzed by 
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western blot for expression of VCAM-1 (vinculin as a loading control) (D). Expression 
levels of VCAM-1 were analyzed by densitometry (C). * indicates p<0.05 comparing 
hypoxia+SU5416 to sham.  
 
Effect of AMPKa2 KO on lung AMPK activity 
Western blot showed that AMPKa2 KO abolished lung AMPKa2 expression as 
expected. Interestingly, AMPKa2 KO resulted in up-regulation of lung AMPKa1 
expression under both sham conditions and after hypoxia+SU5416. Hypoxia+SU5416 
caused no change of lung AMPKa2 expression in wild type mice but significant 
increased lung AMPKa1 expression in both wild type and AMPKa2 KO mice (Figure 6A 
– C), consistent with the notion that AMPKa1 is highly inducible (9). Total AMPK activity 
was also determined (Figure 6D).  To our surprise, lung AMPK activity did not decrease, 
but significantly increased in AMPKa2 KO mice under both sham conditions and after 
hypoxia+SU5416 (Figure 6D), suggesting increased AMPKa1 can maintain and even 
increase overall AMPK activity in absence of AMPKa2.   
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Figure 6. AMPK α2 KO did not decrease lung AMPK activity. Lungs from wild type and 
AMPKα2 KO exposed to sham or hypoxia+SU5416 conditions were collected and 
analyzed by western blot for expression of AMPKα2, AMPKα1 and vinculin (A). 
Expression levels of the indicated proteins were analyzed by densitometry (B and C). 
Total AMPK kinase activity was measured by immuno-precipitation of AMPK from lung 
lysates and incorporation of radioactivity from [32P]ATP into SAMs peptide (D) (n=5 each 
group). * indicates p<0.05 comparing hypoxia+SU5416 to sham. # indicates p<.05 
comparing WT to KO. 
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AMPKa2 KO significantly increased lung p70S6K and p-S6. 
Because previous studies demonstrated that AMPK regulates activity of the p70SK/S6 
signaling pathway that drives smooth muscle and cardiomyocyte hypertrophy, we further 
determined the expressions of total and phosphorylated p70S6K and S6 in lung tissues. 
The results showed that hypoxia+SU5416 caused significant increases of lung p-70S6K 
and p-S6 protein in AMPKa2 KO mice (Figure 7A - C). 
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Figure 7. AMPKα2 KO up regulated phosphorylation of pulmonary mTOR complex 1 and 
its downstream targets in mice after hypoxia+SU5416. Lungs from wild type and 
AMPKα2 KO exposed to sham or hypoxia+SU5416 conditions were collected and 
analyzed by western blot for phosphorylated and total p70S6k, and S6 ribosomal protein, 
as well as vinculin as a loading control (A). Expression levels of the indicated proteins 
were analyzed by densitometry (B and C). * indicates p<0.05 comparing 
hypoxia+SU5416 to control. # indicates p<.05 comparing WT to KO. 
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4. Discussion 
This study demonstrates for the first time that AMPKa2 plays an important role in 
attenuating development of PAH and right ventricular hypertrophy, at least in the 
Sugen/hypoxia model. Our data indicate that genetic disruption of AMPKa2 has no 
observable influence on pulmonary structure or right ventricular hemodynamics under 
basal conditions, but significantly exacerbates muscularization of pulmonary arteries, 
lung fibrosis, and pulmonary vascular resistance (as indicated by increased RV 
pressure) in response to hypoxia+SU5416. The development of PAH in AMPKa2 KO 
mice was associated with significant up-regulation of lung p70S6k activity, as well as 
increased expression of VCAM-1. This suggests that deletion of AMPKa2 promotes pro-
growth and inflammatory signaling pathways. The maladaptive response to 
hypoxia+SU5416 in AMPKa2 KO mice occurred despite up-regulation of AMPKa1 and 
increased overall levels of AMPK activity. This suggests that AMPKa2 protects against 
the development of PAH independent of the total lung AMPK activity.  
Pulmonary arterial hypertension is associated with pulmonary VSMC proliferation.  
Recent evidence suggests that VSMC proliferation is regulated by AMPK. For example, 
AMPK activation was shown to inhibit growth factor-induced VSMC proliferation through 
up-regulation of cell cycle inhibitors (141, 142), and block cell migration by preserving 
expression of cell-cell adhesion molecule cadherin (145). In addition, there is evidence 
that mTOR signaling, which is inhibited by AMPK, plays an important role in hypoxia and 
growth factor-induced VSMC proliferation (157, 158). We report that AMPKa2 disruption 
up-regulates phosphorylation of pulmonary mTOR complex 1 targets p70s6kThr389, up-
regulates phosphorylation of ribosomal protein S6Ser235, and increases pulmonary 
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arteriole muscularization in response to hypoxia+SU5416. This is consistent with a role 
for AMPKa2 in limiting VSMC proliferation, in part, by down-regulating mTOR activity.   
AMPKa2 may also play a direct role in limiting lung inflammation. We found that VCAM-
1 expression is elevated in AMPKa2 KO lungs under basal conditions and even further 
up-regulated in response to hypoxia+SU5416. VCAM-1 is a cell adhesion molecule 
expressed on vascular endothelial cells, usually in response to inflammatory cytokines 
such as TNFα and Il-1β. VCAM-1 promotes tight adhesion of leukocytes to the vessel 
wall, and plays an important role in recruitment of circulating monocytes to sites of tissue 
injury. In hypoxia+SU5416-induced PAH, a prolonged inflammatory response appears 
mostly as a consequence of a pro-inflammatory microenvironment within and 
surrounding the pulmonary arteries (159). While increased VCAM-1 expression in 
AMPKa2 KO lungs did not cause an observable influx of leucocytes under basal 
conditions, pulmonary vessels of AMPKa2 KO mice appear to be predisposed to 
increased leukocyte adhesion during hypoxic stress, as suggested by the high number 
of CD45 positive cells observed in AMPKa2 KO lungs after exposure to 
hypoxia+SU5416. In further support of AMPK regulation of vascular inflammation, 
metformin, an activator of AMPK, down-regulated activity of the inflammatory mediator 
NF-κβ (160) and reduced VCAM expression in endothelial cells (161). 
AMPKa2 KO also exacerbated pulmonary fibrosis in response to hypoxia+SU5416. This 
finding can be interpreted together with the observation that VCAM-1 expression was 
elevated under basal conditions and that fibrosis in the lung was most evident 
surrounding pulmonary vessels. It implies that AMPKa2 disruption promotes a 
proliferative, pro-inflammatory micro-environment in and around the pulmonary 
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vasculature, that may elevate basal fibroblast proliferation or collagen synthesis. It is 
also possible that increased VCAM-1 expression in AMPKa2 KO promotes the 
recruitment of recently described monocyte-derived mesenchymal cells that synthesize 
collagen and contribute to vascular remodeling in hypoxia (162, 163). The increased 
collagen synthesis and VCAM-1 expression in AMPKa2 KO mice under control 
conditions suggests that these mice may be predisposed to vascular remodeling and 
fibrosis of PAH in response to additional stress, such as Sugen/hypoxia.  
The greater development of PAH in AMPKa2 KO mice, despite increased AMPKa1 
expression and no reduction of overall AMPK activity suggests AMPKa2 plays a critical 
role in adaptation to hypoxic stress that is not compensated for by increased AMPKa1 
expression. While puzzling at first glance, these findings are consistent with recent 
studies identifying a specific role for AMPKa2, but not AMPKa1, in VSMC proliferation 
and vascular remodeling. For instance, Song et al. demonstrated that while AMPKa1 
accounts for approximately 90% of total AMPKa subunits in mouse VSMCs, deletion of 
AMPKa2, but not AMPKa1 reduced expression of the cell cycle inhibitor p27 and 
enhanced VSMC proliferation8. AMPKa2 KO but not AMPKa1 KO, also promoted VSMC 
migration (145). On the other hand, AMPKa1 has distinct roles compared to AMPKa2 in 
myogenesis (168), regulation of the cystic fibrosis transmembrane conductance 
regulator in epithelial cells (169), and targeting Na/K-ATPase endocytosis in response to 
hypoxia (170). Thus, AMPKa1 and AMPKa2 likely exhibit both distinct and overlapping 
functions. Our findings demonstrate for the first time that AMPKa2 plays an important 
role in attenuating Sugen/hypoxia-induced PAH. 
  123 
Not surprisingly, hypoxia+SU5416-induced RV hypertrophy was exacerbated in 
AMPKa2 KO mice.  Increased RV hypertrophy in the AMPKa2 KO mice is likely due not 
only to increased RV systolic afterload caused by worse PAH, but also may be attributed 
to loss of the anti-hypertrophic influence of AMPKa2 in cardiomyocytes. Indeed, our 
previous study demonstrated that AMPKa2 KO mice exhibit elevated mTORC1 signaling 
and develop greater hypertrophy and heart failure in response to the same systolic  
pressure overload as compared to wild type mice (147). AMPK also attenuated 
phenylephrine-induced cardiomyocyte hypertrophy in vitro (152). While our combined 
studies indicate AMPKa2 not only attenuates RV hypertrophy through reducing afterload 
(by decreased lung vascular remodeling) and direct attenuated cardiomyoycte 
hypertrophy, we are unable to determine how much the increased right ventricular 
hypertrophy in AMPKa2 KO mice can be attributed to increased pulmonary vascular 
resistance or to increased sensitivity of cardiomyocytes to hypertrophic stimuli. In 
addition, while evidence suggests that AMPKa2 KO promotes VSMC proliferation, a key 
event in development of PAH, the involvement and cooperation of multiple cell types in 
progression of PAH make it difficult to identify which specific cellular response (i.e. 
VSMC proliferation, inflammation, fibrosis) aggravated by AMPKa2 disruption is most 
responsible for exacerbating PAH in global AMPKa2 KO mice.  
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5. Conclusion 
What Is New?  
AMPKa2 knockout exacerbated hypoxia+SU5416-induced pulmonary hypertension, lung 
vascular remodeling and right ventricular hypertrophy in mice. This protective role of 
AMPKα2 against pulmonary hypertension appears independent of total lung AMPK 
activity.  
What Is Relevant? 
This study demonstrates that proper AMPKa2 signaling is important in protecting 
against hypoxia+SU5416-induced pulmonary hypertension, lung vascular remodeling 
and right ventricular hypertrophy.  
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6. Summary 
 Pulmonary arterial hypertension (PAH) is characterized by vascular remodeling and 
right ventricular hypertrophy. Adenosine monophosphate kinase alpha 2 subunit 
(AMPKα2) protects against vascular remodeling and cardiac hypertrophy, yet the role of 
AMPKα2 in the development of PAH is unclear. Here we examined the role of AMPKα2 
in Sugen/hypoxia-induced PAH in mice utilizing an AMPKα2 knockout (KO) mouse 
strain. Under normoxic conditions, AMPKα2 KO had no observable effect on pulmonary 
vascular remodeling, right ventricular pressure, or right ventricular hypertrophy in 
comparison to wild type mice. However, in response to hypoxia plus VEGF antagonist 
Sugen-5416, AMPKα2 KO mice exhibited increased vascular remodeling (i.e. 
muscularization of small pulmonary arteries), leucocyte infiltration, pulmonary fibrosis, 
and right ventricular pressure, leading to increased right ventricular hypertrophy. The 
impaired ability of AMPKα2 KO mice to adapt to hypoxic stress was associated with 
increased phosphorylation of mTORC1 targets p70S6 kinaseThr389 and S6 ribosomal 
proteinSer235, as well as increased expression of Vascular Cell Adhesion Molecule-1 
(VCAM-1). Surprisingly, disruption of AMPKα2 did not result in a significant loss in 
overall AMPK activity, which was partially compensated for by increased AMPKα1 
expression. Our data indicate that AMPKα2 attenuates hypoxia-induced pulmonary 
hypertension, in part by reducing mTORC1 signaling and leukocyte recruitment. This 
protective role of AMPKα2 against PAH appears independent of the AMPK activity.  
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